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Sample Information

Name
Sample ID
Instrument
MS Type

Inj. Vol. (ul)
Position
Plate Pos.
Operator

MB12kB11

GCMS
Q

0.5
137

Sample Chromatograms

Data File Path
Acq. Time (Local)
Method Path (Acq)
Version (Acq SW)

IRM Status
Method Path (DA)
Target Source Path
Result Summary

D:\MassHunter\GCMS\1\data\MB\MB12kB11.D
6/9/2022 3:41:42 AM (UTC+02:00)

D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_solvent front 2 m.M
MassHunter GC/MS Acquisition 10.0.384.1 14-Feb-2019 Copyright © 1989-2018 Agilent

Technologies, Inc.

D:\MassHunter\GCMS\1\data\MB\MB12kB11.D\Results\Qual\Version4\default.m

X1077 + TIC Scan MB12kB11.d
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Counts vs. Acquisition Time (min)
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Sample Spectra

Chromatogram Peaks
Peak Start RT

+ Scan (rt: 22.70-22.87 min)

1 22.596 22.818

Peak 1 from + TIC Scan

Counts vs. Acquisition Time (min)

End Height
23.248 10097062

Area
63400071

Area %
100.00

SNR
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Counts vs. Mass-to-Charge (m/z)
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Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
28.0500 51701 4.50
32.0300 11858 1.03
33.0700 21971 1.91
39.0500 28229 2.46
42.0500 22834 1.99
43.0400 310413 27.04
44.0200 19464 1.70
45.0000 91882 8.00
51.0300 16800 1.46
53.0500 57188 4.98
57.9900 15546 1.35
59.0100 17085 1.49
60.0400 19494 1.70
63.0200 11758 1.02
65.0300 39019 3.40
68.9800 29573 2.58
69.9900 14859 1.29
70.9900 19592 1.71
80.0400 38879 3.39
81.9900 11622 1.01
83.9900 17401 1.52
88.0200 1 484008 42.16
89.0300 1 18680 1.63
93.0300 32391 2.82
95.9900 14798 1.29
96.9900 1 811911 70.73
98.0000 1 82661 7.20
99.0000 86376 7.52
107.9800 17707 1.54
108.9900 48767 4.25
109.9900 39231 3.42
110.9900 13935 1.21
121.9900 17515 1.53
122.9900 47648 4.15
124.0000 49311 4.30
125.0000 47999 4.18
126.0100 1 326330 28.43
127.0100 1 34770 3.03
128.0100 1 15883 1.38
136.9800 1 396973 34.58
137.9900 1 48093 4.19
138.9800 1 21855 1.90
140.0000 14067 1.23
149.9900 14128 1.23
166.9900 17801 1.55
168.0100 1 1147949 100.00
169.0100 1 116258 10.13
170.0000 1 62811 5.47
184.0100 12476 1.09
195.0100 45420 3.96

227.0500 29873 2.60

MassHunter Qual 10.0
(End of Report)
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