Analysis Report

Agilent

Sample Information

Name MB12iB11 Data File Path
Sample ID Acq. Time (Local)
Instrument GCMS Method Path (Acq)
MS Type Q Version (Acq SW)
Inj. Vol. (ul) 0.5 IRM Status
Position 146 Method Path (DA)
Plate Pos. Target Source Path
Operator Result Summary

Sample Chromatograms

D:\MassHunter\GCMS\1\data\MB\MB12iB11.D
6/8/2022 6:32:46 PM (UTC+02:00)
D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_solvent front 2 m.M

MassHunter GC/MS Acquisition 10.0.384.1 14-Feb-2019 Copyright © 1989-2018 Agilent
Technologies, Inc.

D:\MassHunter\GCMS\1\data\MB\MB12iB11.D\Results\Qual\Version4\default.m
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Counts vs. Acquisition Time (min)
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Counts vs. Acquisition Time (min)

Chromatogram Peaks

Area Area % SNR
56686775 100.00
872206 1.54

Peak Start RT End
1 21.593 21.801 22.922
2 23.000 23.065 23.587
Sample Spectra
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Counts vs. Mass-to-Charge (m/z)
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Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.0700 675 2.63
16.0500 335 1.31
17.0500 602 2.35
18.0700 2493 9.72
27.0400 379 1.48
28.0400 25646 100.00
29.0300 1003 3.91
31.0300 697 2.72
32.0100 6099 23.78
39.9700 1093 4.26
41.0100 412 1.61
42.0100 644 2.51
43.0300 6081 23.71
43.9900 2214 8.63
45.0000 480 1.87
56.9900 438 1.71
62.9900 449 1.75
73.9900 1310 5.11
74.9700 432 1.68
76.9700 263 1.03
80.9600 356 1.39
87.9800 601 2.35
98.9600 338 1.32

100.9700 837 3.26
102.0200 1 6056 23.61
103.0300 1 343 1.34
106.9800 714 2.78
108.9900 574 2.24
112.9600 259 1.01
113.9800 427 1.67
118.9900 661 2.58
124.9700 973 3.79
125.9800 639 2.49
127.0000 1 8013 31.25
128.0000 1 921 3.59
132.9600 438 1.71
135.0000 758 2.96
135.9900 712 2.77
137.9600 447 1.74
138.9700 686 2.68
139.9900 1081 4.22
140.9600 435 1.69
144.0100 354 1.38
151.9600 528 2.06
152.9900 1654 6.45
153.9800 636 2.48
154.9900 741 2.89
156.0300 1 6023 23.49
157.0300 1 739 2.88
164.0000 507 1.98
167.0000 1133 4.42
183.9900 305 1.19
198.0300 1242 4.84
212.0400 1 3783 14.75
213.0500 1 484 1.89
223.0100 573 2.23
225.0200 495 1.93
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