Analysis Report

Agilent

Sample Information
Name

Sample ID

Instrument

MS Type

Inj. Vol. (ul)
Position
Plate Pos.
Operator

MB04

GCMS

0.5
44

Sample Chromatograms

Data File Path
Acq. Time (Local)
Method Path (Acq)
Version (Acq SW)

IRM Status

Method Path (DA)
Target Source Path
Result Summary

D:\MassHunter\GCMS\1\data\MB\MB04.D
5/11/2022 8:14:53 PM (UTC+02:00)
D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_solvent front 2 m.M

MassHunter GC/MS Acquisition 10.0.384.1 14-Feb-2019 Copyright © 1989-2018 Agilent
Technologies, Inc.

D:\MassHunter\GCMS\1\data\MB\MB04.D\Results\Qual\Version4\Default.m
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Counts vs. Acquisition Time (min)
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Counts vs. Acquisition Time (min)

End Height Area Area % SNR
6.765 444948 1460244 2.14
9.696 17123540 68366492 100.00
10.908 918586 3017708 4.41
12.915 8365316 26076032 38.14
14.504 755120 2405523 3.52
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Counts vs. Mass-to-Charge (m/z)
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+ Scan (rt: 9.31-9.40 min)
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.1000 34572 2.83
16.0800 15807 1.29
28.0500 1221440 100.00
32.0200 371051 30.38
39.9800 37421 3.06
77.0400 31860 2.61
78.0400 14916 1.22
79.0500 45125 3.69
104.0500 14446 1.18
107.0300 52414 4.29
122.0500 18069 1.48

Peak 2 from + TIC Scan
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Counts vs. Mass-to-Charge (m/z)
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m/z (Calc) Diff (ppm) Ion Species

Peak 3 from + TIC Scan

Formula

Ion Type
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.0900 9059 2.67
16.0900 4070 1.20
18.0700 4340 1.28
28.0400 1 339627 100.00
29.0400 1 4050 1.19
32.0100 97245 28.63
39.0500 5249 1.55
39.9800 10289 3.03
50.0200 3602 1.06
51.0300 9484 2.79
63.0200 5366 1.58
65.0300 14738 4.34
77.0300 22252 6.55
78.0400 15162 4.46
79.0500 14991 4.41
89.0200 5005 1.47
91.0400 96902 28.53
92.0400 1 48315 14.23
93.0500 1 3649 1.07
103.0400 16786 4.94
104.0400 7124 2.10
105.0500 30849 9.08
106.0500 5488 1.62
115.0400 9629 2.84
117.0600 109481 32.24
118.0600 1 62187 18.31
119.0700 1 5801 1.71
134.0400 4175 1.23
136.0600 26695 7.86
+ Scan (rt: 12.73-12.81 min) Peak 4 from + TIC Scan
x108 |*+EI Scan (rt: 12.73-12.81 min, 7 scans) MB04.D
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Counts vs. Mass-to-Charge (m/z)
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
28.0400 160224 11.53
32.0200 43443 3.13
39.0600 27563 1.98
41.0600 14117 1.02
43.0400 349478 25.15
50.0400 17762 1.28
51.0400 55400 3.99
63.0300 23885 1.72
65.0300 32214 2.32
73.0200 21955 1.58
77.0400 182726 13.15
78.0500 103930 7.48
79.0500 123357 8.88
89.0400 19342 1.39
91.0500 153277 11.03
102.0400 22359 1.61
103.0500 179253 12.90
104.0500 91387 6.58
105.0600 1 1099007 79.10
106.0700 1 105849 7.62
115.0400 48915 3.52
117.0700 251085 18.07
118.0700 1 1389352 100.00
119.0700 1 149365 10.75
+ Scan (rt: 14.39-14.45 min) Peak 5 from + TIC Scan

MassHunter Qualitative Analysis Page 3 of 4 Generated at 11:26 AM on 5/16/2022



Analysis Report

Agilent

x10°_,

1.57]
1.257]
1
0.757
0.5
0.257

+EI Scan (rt: 14.39-14.45 min, 6 scans) MB04.D
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Spectrum Peaks
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Counts vs. Mass-to-Charge (m/z)

m/z (Calc) Diff (ppm)

MassHunter Qual 10.0
(End of Report)

Ion Species

Formula

Ion Type
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