
Analysis Report
Sample Information
Name MB07cB0 Data File Path D:\MassHunter\GCMS\1\data\MB\MB07cB0.D
Sample ID Acq. Time (Local) 5/19/2022 10:10:29 PM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_solvent front 2 m.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition  10.0.384.1  14-Feb-2019  Copyright © 1989-2018 Agilent

Technologies, Inc.
Inj. Vol. (ul) 0.5 IRM Status
Position 144 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\MB07cB0.D\Results\Qual\Version4\default.m
Plate Pos. Target Source Path
Operator Result Summary
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Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 12.537 13.019 13.319 2303428 26356194 100.00

Sample Spectra
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.0800 5225 1.29
18.0600 4610 1.14
27.0600 4884 1.21
28.0300 198895 49.23
32.0100 56421 13.97
39.0400 9103 2.25
39.9800 6521 1.61
43.9900 8567 2.12
45.0200 8000 1.98
50.0200 11622 2.88
51.0300 28965 7.17
52.0300 7277 1.80
53.0200 4143 1.03
62.0000 4452 1.10
63.0100 11929 2.95
65.0300 5717 1.42
74.0100 10617 2.63
75.0100 5520 1.37
76.0100 6463 1.60
77.0200 79685 19.73
78.0300 39108 9.68
79.0400 57020 14.11
89.0200 7313 1.81
91.0300 34287 8.49

102.0200 10627 2.63
103.0300 72857 18.03
104.0300 52684 13.04
105.0400 1 403979 100.00
106.0500 1 43071 10.66
107.0300 1 4395 1.09
132.0200 6585 1.63
148.0100 4341 1.07
150.0300 1 111925 27.71
151.0300 1 11286 2.79

MassHunter Qual 10.0
(End of Report)
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