Agilent

Analysis Report

Sample Information

Name MB27bA11x120x06 Data File Path D:\MassHunter\GCMS\1\data\MB\MB27\MB27bA11x120x06.D

Sample ID Acq. Time (Local) 9/29/2022 5:38:03 AM (UTC+02:00)

Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_48min.M

MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition 10.0.384.1 14-Feb-2019 Copyright © 1989-2018 Agilent
Technologies, Inc.

Inj. Vol. (ul) 0.5 IRM Status

Position 115 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\MB27\MB27bA11x120x06.D\Results\Qual\Version4\default.m

Plate Pos. Target Source Path

Operator Result Summary

Sample Chromatograms
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Chromatogram Peaks

Peak Start RT End Height Area Area % SNR
1 9.853 9.996 11.899 7518465 24935218 75.05
2 22.140 22.323 24.134 2040130 10030759 30.19
3 25.307 25.528 28.759 6529778 33225457 100.00
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Counts vs. Acquisition Time (min)

Chromatogram Peaks

Peak Start RT End Height Area Area % SNR
1 9.905 9.996 10.244 7518002 24695132 80.83
2 22.221 22.323 22.492 2039916 8690337 28.44
3 25.386 25.528 25.697 6529551 30551663 100.00

Sample Spectra
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Counts vs. Mass-to-Charge (m/z)
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
27.1000 76303 5.52
28.1000 23282 1.68
29.1100 157469 11.39
39.0800 84794 6.14
40.0900 17840 1.29
41.0900 453840 32.84
42.0900 129348 9.36
43.0900 854973 61.86
44.1000 28373 2.05
53.0700 33260 2.41
54.0800 24961 1.81
55.0800 244545 17.69
56.0800 236989 17.15
57.0900 1382125 100.00
58.0900 60533 4.38
67.0700 23206 1.68
68.0900 17044 1.23
69.0800 117496 8.50
70.0900 220450 15.95
71.1000 979424 70.86
72.1100 52984 3.83
82.0800 16474 1.19
83.1000 60399 4.37
84.1000 153319 11.09
85.1100 672971 48.69
86.1100 43765 3.17
97.1000 30905 2.24
98.1100 140296 10.15
99.1100 131728 9.53
112.1200 96377 6.97
113.1300 88390 6.40
126.1400 48266 3.49
127.1400 68889 4.98
140.1500 22481 1.63
141.1600 36308 2.63
170.2100 156268 11.31
171.2200 19843 1.44
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.0700 182 1.44
17.0300 334 2.64
18.0800 1661 13.12
28.0500 1 7601 60.06
29.0400 1 214 1.69
31.0000 153 1.21
32.0200 1332 10.52
33.0700 188 1.49
39.0100 371 2.93
39.9600 434 3.43
41.0100 191 1.51
42.0200 301 2.37
43.0600 3313 26.18
43.9900 508 4.01
49.9900 215 1.70
51.0000 445 3.52
52.0300 130 1.02
59.9900 178 1.41
63.0000 427 3.38
65.0300 1224 9.67
77.0300 811 6.41
78.0300 340 2.69
88.0400 6881 54.38
89.0500 1006 7.95
90.0300 498 3.94
91.0600 8787 69.43
92.0700 1187 9.38
93.0300 205 1.62
102.0900 448 3.54
103.0100 1238 9.78
104.0900 592 4.68
105.0800 277 2.19
115.9600 273 2.16
117.0400 1729 13.66
118.0200 964 7.62
119.0300 710 5.61
120.0700 1 4845 38.29
121.1100 1 503 3.97
130.0200 441 3.49
131.0400 1 3901 30.82
132.0600 1 411 3.24
144.0400 297 2.34
146.9900 153 1.21
158.9600 203 1.60
161.0600 2427 19.18
162.0700 1 12655 100.00
163.0800 1 1447 11.43
164.0700 1 145 1.14
187.1000 445 3.52
189.0500 1 929 7.34
189.9800 1 149 1.17
207.0100 337 2.66
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Analysis Report

Spectrum Peaks
m/z
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m/z (Calc) Diff (ppm)
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(End of Report)

Ion Species

Formula

Ion Type
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