
Analysis Report
Sample Information
Name MB27bA12x30x09 Data File Path D:\MassHunter\GCMS\1\data\MB\MB27\MB27bA12x30x09.D
Sample ID Acq. Time (Local) 9/28/2022 8:38:36 AM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_48min.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition  10.0.384.1  14-Feb-2019  Copyright © 1989-2018 Agilent

Technologies, Inc.
Inj. Vol. (ul) 0.5 IRM Status
Position 128 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\MB27\MB27bA12x30x09.D\Results\Qual\Version4\default.m
Plate Pos. Target Source Path
Operator Result Summary

Sample Chromatograms
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Counts vs. Acquisition Time (min)
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Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 9.879 9.996 11.169 6079031 19165170 46.00
2 22.192 22.322 24.068 387519 3370896 8.09
3 25.345 25.541 28.381 7712664 41659787 100.00
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Counts vs. Acquisition Time (min)

3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30 31 32 33 34 35 36 37 38 39 40 41 42 43 44 45 46 47

Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 9.905 9.996 10.166 6078976 18967682 48.51
2 22.240 22.322 22.739 386751 3040478 7.78
3 25.385 25.541 25.710 7712092 39103487 100.00

Sample Spectra
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
27.0900 25280 5.15
28.0700 13196 2.69
29.1000 52697 10.73
39.0700 28252 5.75
40.0700 5985 1.22
41.0800 155215 31.60
42.0900 43551 8.87
43.0900 1 295970 60.26
44.0900 1 9603 1.96
53.0700 11272 2.30
54.0700 8504 1.73
55.0800 83771 17.06
56.0800 82741 16.85
57.0800 1 491152 100.00
58.0900 1 20534 4.18
67.0600 7686 1.56
68.0700 5949 1.21
69.0800 40585 8.26
70.0900 77993 15.88
71.0900 1 346883 70.63
72.1100 1 17681 3.60
82.0700 5590 1.14
83.0900 21955 4.47
84.0900 54531 11.10
85.1100 1 238110 48.48
86.1100 1 14480 2.95
97.0800 11087 2.26
98.1000 49761 10.13
99.1100 46790 9.53

112.1200 34803 7.09
113.1200 31118 6.34
126.1300 17372 3.54
127.1400 25115 5.11
140.1500 8102 1.65
141.1500 13409 2.73
170.2000 1 59072 12.03
171.2000 1 7452 1.52
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
18.0800 1906 3.05
28.0500 9179 14.70
32.0300 1869 2.99
33.0600 869 1.39
39.0600 1123 1.80
42.0500 979 1.57
43.0500 12428 19.90
44.0100 878 1.41
51.0400 1446 2.31
60.0800 808 1.29
63.0200 1247 2.00
65.0400 4755 7.61
77.0600 3460 5.54
78.0500 1147 1.84
88.0400 1 33642 53.87
89.0300 1 3202 5.13
90.0300 1 1408 2.25
91.0500 29067 46.54
92.0700 4603 7.37
93.0700 825 1.32

102.0300 1916 3.07
103.0500 4989 7.99
104.0300 1911 3.06
116.0600 796 1.28
117.0500 3688 5.90
118.0600 3552 5.69
119.0700 2798 4.48
120.0700 1 24514 39.25
121.0800 1 2625 4.20
130.0200 1579 2.53
131.0400 1 17948 28.74
132.0300 1 1991 3.19
144.0600 937 1.50
161.0600 12070 19.33
162.0600 1 62453 100.00
163.0500 1 6812 10.91
164.0600 1 648 1.04
187.0300 646 1.03
189.0700 1608 2.57
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
18.0800 1983 2.37
28.0500 9567 11.43
29.0400 1401 1.67
31.0400 1721 2.06
32.0400 2889 3.45
39.0500 2111 2.52
42.0400 902 1.08
43.0500 1 35794 42.76
44.0300 1 1733 2.07
50.0500 1870 2.23
51.0500 2153 2.57
52.0300 902 1.08
62.0200 1995 2.38
63.0400 5698 6.81
64.0300 1910 2.28
65.0200 1382 1.65
74.0100 1241 1.48
75.0200 1456 1.74
76.0100 2126 2.54
77.0400 1501 1.79
87.0000 886 1.06
88.0600 1284 1.53
89.0400 15678 18.73
90.0400 13405 16.01
91.0500 5627 6.72

102.0500 2455 2.93
114.9900 1201 1.43
116.0300 9110 10.88
117.0500 83708 100.00
118.0600 1 13043 15.58
119.0500 1 1219 1.46
121.0900 1157 1.38
144.0200 1092 1.30
159.0600 1 11244 13.43
160.0700 1 1412 1.69
177.0800 1 32343 38.64
178.0600 1 3594 4.29
187.0600 1 26132 31.22
188.0500 1 4072 4.86
219.1200 3709 4.43

+ Scan (rt: 25.63 min)
4x10

0

2

4

6

+EI Scan (rt: 25.63 min) MB27bA12x30x09.D
117.0400

43.0500 177.0700

89.040028.0500 159.060063.0400 219.1100144.0200

Counts vs. Mass-to-Charge (m/z)

20 40 60 80 100 120 140 160 180 200 220 240 260 280 300 320 340 360 380 400 420 440 460 480 500 520 540 560 580 600

MassHunter Qualitative Analysis Page 4 of  5 Generated at 10:56 AM on 9/30/2022



Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
18.0800 1983 2.80
28.0500 9565 13.52
29.0400 1256 1.78
31.0300 1446 2.04
32.0400 2693 3.81
39.0400 1809 2.56
40.0200 712 1.01
42.0400 784 1.11
43.0500 1 30454 43.04
44.0300 1 1616 2.28
50.0400 1656 2.34
51.0500 1859 2.63
52.0300 721 1.02
62.0200 1671 2.36
63.0400 4715 6.66
64.0300 1629 2.30
65.0200 1170 1.65
74.0100 1034 1.46
75.0200 1181 1.67
76.0100 1839 2.60
77.0300 1275 1.80
87.0100 739 1.04
88.0400 1136 1.61
89.0400 13270 18.76
90.0300 11665 16.49
91.0500 4878 6.89

102.0400 2027 2.86
115.0000 1045 1.48
116.0400 7623 10.77
117.0400 70753 100.00
118.0500 1 11237 15.88
119.0500 1 1071 1.51
121.0800 977 1.38
144.0200 933 1.32
159.0600 1 9528 13.47
160.0700 1 1213 1.71
177.0700 1 27335 38.63
178.0700 1 3065 4.33
187.0600 1 22120 31.26
188.0600 1 3514 4.97
219.1100 3087 4.36

MassHunter Qual 10.0
(End of Report)
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