
Analysis Report
Sample Information
Name MB12iA11 Data File Path D:\MassHunter\GCMS\1\data\MB\MB12iA11.D
Sample ID Acq. Time (Local) 6/8/2022 5:37:51 PM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_solvent front 2 m.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition  10.0.384.1  14-Feb-2019  Copyright © 1989-2018 Agilent

Technologies, Inc.
Inj. Vol. (ul) 0.5 IRM Status
Position 145 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\MB12iA11.D\Results\Qual\Version4\default.m
Plate Pos. Target Source Path
Operator Result Summary
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Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 21.606 21.801 22.935 8929179 55729169 100.00
2 22.961 23.065 23.613 138281 905332 1.62

Sample Spectra
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.0800 668 2.62
15.0500 257 1.01
16.0700 325 1.27
17.0200 598 2.35
18.0600 2431 9.54
27.0300 642 2.52
28.0400 25477 100.00
29.0400 1505 5.91
30.0300 277 1.09
31.0200 1069 4.20
32.0100 6009 23.59
39.9800 1101 4.32
41.0200 524 2.06
42.0100 1040 4.08
43.0300 11723 46.01
43.9900 2462 9.66
45.0100 771 3.02
46.0100 524 2.06
49.9800 260 1.02
51.0200 331 1.30
57.0000 806 3.16
62.0100 258 1.01
63.0000 681 2.67
67.9900 315 1.24
69.0100 262 1.03
74.0100 3727 14.63
74.9500 699 2.74
77.0300 511 2.01
81.0000 523 2.05
82.9900 260 1.02
86.9900 272 1.07
87.9900 911 3.58
98.9800 616 2.42

100.9900 1707 6.70
102.0200 1 19297 75.74
103.0000 1 965 3.79
104.9900 256 1.00
106.9900 1464 5.74
107.9500 358 1.41
108.9900 1628 6.39
112.9600 362 1.42
113.9900 683 2.68
116.0100 372 1.46
118.9900 1326 5.20
119.9900 331 1.30
124.9900 1401 5.50
125.9700 849 3.33
127.0000 1 14857 58.32
128.0000 1 1943 7.63
132.9800 570 2.24
135.0400 1598 6.27
136.0100 1906 7.48
137.9600 646 2.54
138.9800 1164 4.57
140.0000 2013 7.90
140.9800 546 2.14
144.0500 1031 4.05
151.9700 657 2.58
153.0100 2198 8.63
153.9800 1204 4.72
155.0200 1689 6.63
156.0300 1 19117 75.04
157.0300 1 1693 6.65
163.9800 1318 5.17
164.9700 296 1.16
166.0000 335 1.32
166.9900 1 3148 12.36
168.0100 1 543 2.13
183.9900 1096 4.30
197.0200 398 1.56
198.0400 1 3267 12.82
199.0300 1 341 1.34
206.9800 265 1.04
212.0500 1 12368 48.55
213.0400 1 1508 5.92
223.0500 746 2.93
225.0600 766 3.01
226.0000 344 1.35
271.0900 371 1.45
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Analysis Report
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Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type

15.1100 7130 1.39
28.0500 46655 9.10
29.0500 8544 1.67
31.0500 9080 1.77
32.0300 11044 2.15
33.0600 12657 2.47
42.0500 16758 3.27
43.0400 244915 47.75
44.0200 14689 2.86
51.0200 7310 1.43
57.0200 17097 3.33
59.0200 9754 1.90
60.0500 12133 2.37
63.0200 14942 2.91
68.0200 6637 1.29
75.0000 12743 2.48
77.0100 11683 2.28
81.0100 13148 2.56
83.0100 7049 1.37
87.0000 5357 1.04
88.0200 1 452610 88.24
89.0300 1 18874 3.68
99.0000 13981 2.73

101.0100 46623 9.09
102.0200 17329 3.38
107.0100 36916 7.20
108.0100 8550 1.67
109.0200 35112 6.85
113.0000 5854 1.14
114.0000 13308 2.59
119.0100 31565 6.15
120.0100 6932 1.35
125.0000 26975 5.26
126.0000 15360 2.99
127.0100 1 389259 75.89
128.0200 1 50829 9.91
130.0100 25588 4.99
133.0000 8661 1.69
134.0100 5520 1.08
135.0200 36042 7.03
136.0300 34956 6.82
137.0200 7468 1.46
138.0000 12200 2.38
139.0100 27163 5.30
140.0100 36402 7.10
140.9900 7504 1.46
152.0200 8662 1.69
153.0000 34166 6.66
154.0100 23313 4.55
155.0200 35687 6.96
156.0300 1 353321 68.88
157.0400 1 34269 6.68
167.0000 1 94583 18.44
168.0100 1 12989 2.53
179.0300 14873 2.90
197.0300 10399 2.03
198.0300 1 512923 100.00
199.0400 1 56612 11.04
200.0300 1 5287 1.03
213.0500 8177 1.59
214.0400 7637 1.49
223.0300 9616 1.87
225.0500 1 20777 4.05
226.0500 1 5812 1.13
257.0700 15584 3.04

MassHunter Qual 10.0
(End of Report)
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