Analysis Report -~ Agilent
Sample Information
Name MB17iB11 Data File Path D:\MassHunter\GCMS\1\data\MB\MB17\MB17iB11.D
Sample ID Acq. Time (Local) 9/9/2022 10:05:01 AM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_48min.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition 10.0.384.1 14-Feb-2019 Copyright © 1989-2018 Agilent
Technologies, Inc.
Inj. Vol. (ul) 0.5 IRM Status
Position 107 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\MB17\MB17iB11.D\Results\Qual\Version4\default.m
Plate Pos. Target Source Path
Operator Result Summary

Sample Chromatograms
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Counts vs. Acquisition Time (min)
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Counts vs. Acquisition Time (min)

Chromatogram Peaks

Peak Start RT End Height Area Area % SNR
1 21.607 21.775 21.945 17459284 92424331 100.00
2 23.006 23.091 23.573 242014 1992885 2.16

Sample Spectra
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Counts vs. Mass-to-Charge (m/z)

MassHunter Qualitative Analysis Page 1 of 3 Generated at 1:51 PM on 9/9/2022



Analysis Report -~ Agilent
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
15.1200 27686 1.09
28.0700 112477 4.43
33.0700 68290 2.69
42.0600 50118 1.98
43.0400 1 881487 34.74
44.0400 1 31879 1.26
57.0300 58206 2.29
59.0200 46094 1.82
60.0500 59031 2.33
63.0300 39254 1.55
75.0200 35171 1.39
77.0200 44465 1.75
81.0100 37688 1.49
83.0300 30090 1.19
88.0300 1 2537231 100.00
89.0400 1 116008 4.57
99.0100 42059 1.66
101.0100 173183 6.83
102.0400 86113 3.39
107.0200 133413 5.26
108.0200 33546 1.32
109.0300 175508 6.92
114.0100 36757 1.45
119.0200 112258 4.42
125.0000 62478 2.46
126.0100 34958 1.38
127.0200 902793 35.58
128.0300 168494 6.64
130.0300 145994 5.75
135.0300 104125 4.10
136.0400 157034 6.19
137.0300 35835 1.41
138.0100 31060 1.22
139.0200 87534 3.45
140.0200 85852 3.38
153.0300 45019 1.77
154.0300 78316 3.09
155.0400 132703 5.23
156.0500 1 1763377 69.50
157.0500 1 181533 7.15
167.0100 1 464022 18.29
168.0300 1 58869 2.32
179.0300 71251 2.81
197.0400 32231 1.27
198.0500 1 2420889 95.41
199.0500 1 294219 11.60
200.0500 1 28106 1.11
214.0700 28916 1.14
257.0800 70096 2.76
+ Scan (rt: 22.92 min)
x10% +EI Scan (rt: 22.92 min) MB17iB11.D

— 28.0400

1.5

-

0.57]

NI 830100 1269800 156,000 198.0200

f f I T f I | I I
20 40 60 80 100 120 140 160

Spectrum Peaks

I I I I I I I | I [ I I | T I I I I T [ I I
180 200 220 240 260 280 300 320 340 360 380 400 420 440 460 480 500 520 540 560 580 600

Counts vs. Mass-to-Charge (m/z)

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.0700 404 2.13
16.0600 229 1.21
17.0700 1018 5.37
18.0700 4246 22.41
28.0400 1 18945 100.00
29.0200 1 332 1.75
32.0100 4445 23.46
39.9800 1054 5.56
43.0100 825 4.36
43.9800 1226 6.47
88.0100 784 4.14
126.9800 1 1431 7.55
127.8900 1 209 1.11
139.9900 267 1.41
155.0700 191 1.01
156.0200 490 2.59
198.0200 773 4.08
206.9800 431 2.28
MassHunter Qualitative Analysis Page 2 of 3 Generated at 1:51 PM on 9/9/2022



; - Agilent

Analysis Report

MassHunter Qual 10.0
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