
Analysis Report
Sample Information
Name MB07cC2 Data File Path D:\MassHunter\GCMS\1\data\MB\MB07cC2.D
Sample ID Acq. Time (Local) 5/20/2022 12:55:04 AM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_solvent front 2 m.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition  10.0.384.1  14-Feb-2019  Copyright © 1989-2018 Agilent

Technologies, Inc.
Inj. Vol. (ul) 0.5 IRM Status
Position 147 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\MB07cC2.D\Results\Qual\Version4\default.m
Plate Pos. Target Source Path
Operator Result Summary
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Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 12.550 12.993 13.475 2277164 26485400 100.00

Sample Spectra
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
27.0700 7976 1.15
28.0300 200443 28.96
32.0100 56825 8.21
39.0400 15314 2.21
39.9700 7246 1.05
43.9900 10174 1.47
45.0300 13448 1.94
50.0200 18818 2.72
51.0300 46981 6.79
52.0200 11552 1.67
53.0200 7125 1.03
62.0100 7156 1.03
63.0200 19525 2.82
65.0200 9772 1.41
74.0200 20282 2.93
75.0100 9114 1.32
76.0100 10186 1.47
77.0200 132515 19.15
78.0300 61285 8.86
79.0400 1 97166 14.04
80.0500 1 7049 1.02
89.0200 11997 1.73
91.0300 58450 8.45

102.0200 16366 2.36
103.0300 116652 16.86
104.0300 76129 11.00
105.0400 1 692046 100.00
106.0500 1 73890 10.68
107.0300 1 7670 1.11
132.0100 9322 1.35
148.0100 7919 1.14
150.0300 1 192284 27.78
151.0300 1 19468 2.81

MassHunter Qual 10.0
(End of Report)
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