Agilent

Analysis Report

Sample Information

Name MB13gA22 Data File Path D:\MassHunter\GCMS\1\data\MB\MB13gA22.D
Sample ID Acq. Time (Local) 6/10/2022 7:47:53 PM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_solvent front 2 m.M

MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition 10.0.384.1 14-Feb-2019 Copyright © 1989-2018 Agilent
Technologies, Inc.

Inj. Vol. (ul) 0.5 IRM Status

Position 123 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\MB13gA22.D\Results\Qual\Version4\default.m
Plate Pos. Target Source Path

Operator Result Summary

Sample Chromatograms
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Counts vs. Acquisition Time (min)
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Counts vs. Acquisition Time (min)
Sample Spectra

+ Scan (rt: 14.50 min)
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Counts vs. Mass-to-Charge (m/z)
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
39.0800 162040 2.83
50.0600 120174 2.10
51.0700 353663 6.18
52.0700 74393 1.30
62.0600 77965 1.36
63.0600 284063 4.96
65.0700 257761 4.50
74.0500 96993 1.69
75.0700 135285 2.36
76.0700 292615 5.11
77.0700 578623 10.11
78.0800 135955 2.37
82.4000 216543 3.78
82.8700 269580 4.71
87.0500 81822 1.43
88.0900 156920 2.74
89.0900 730184 12.75
91.0800 620475 10.84
92.0800 74134 1.29
94.7000 163390 2.85
96.0600 280750 4.90
97.0000 97051 1.70
102.0700 206239 3.60
103.0700 745444 13.02
104.0800 70964 1.24
113.0600 63281 1.11
115.0700 1999520 34.93
116.0800 610264 10.66
117.0800 204343 3.57
126.0600 99526 1.74
127.0600 93612 1.64
128.0700 157320 2.75
139.0600 176063 3.08
150.0600 107715 1.88
151.0700 266225 4.65
152.0700 660541 11.54
153.0700 165176 2.89
163.0700 117301 2.05
164.0900 123275 2.15
165.0800 989096 17.28
166.0800 201920 3.53
167.1000 119564 2.09
176.0900 465101 8.12
177.1000 395347 6.91
178.1100 3716030 64.91
179.1200 5724858 100.00
180.1100 1113112 19.44
181.1200 83321 1.46
189.0900 356353 6.22
190.1000 157110 2.74
191.1000 359393 6.28
192.1100 209214 3.65
193.1200 1173521 20.50
194.1400 4933945 86.18
195.1300 1002345 17.51
196.1400 79598 1.39
+ Scan (rt: 12.35 min)
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Counts vs. Mass-to-Charge (m/z)
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
18.0600 2068 1.22
28.0400 34701 20.46
32.0200 9128 5.38
39.0400 2426 1.43
51.0400 4033 2.38
63.0200 2486 1.47
65.0300 6705 3.95
77.0300 16810 9.91
78.0400 4681 2.76
79.0400 13597 8.02
89.0100 3121 1.84
91.0300 16386 9.66
92.0400 1783 1.05
103.0400 11854 6.99
104.0400 29334 17.30
105.0500 1 169592 100.00
106.0600 1 14703 8.67
115.0200 3460 2.04
165.0400 2801 1.65
178.0500 3056 1.80
179.0600 2288 1.35
196.1200 7077 4.17

MassHunter Qual 10.0
(End of Report)
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