
Analysis Report
Sample Information
Name MB12kA11 Data File Path D:\MassHunter\GCMS\1\data\MB\MB12kA11.D
Sample ID Acq. Time (Local) 6/9/2022 2:46:53 AM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_solvent front 2 m.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition  10.0.384.1  14-Feb-2019  Copyright © 1989-2018 Agilent

Technologies, Inc.
Inj. Vol. (ul) 0.5 IRM Status
Position 136 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\MB12kA11.D\Results\Qual\Version4\default.m
Plate Pos. Target Source Path
Operator Result Summary
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Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 22.583 22.805 23.326 9720953 58604733 100.00

Sample Spectra
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
28.0500 49254 4.68
32.0300 11449 1.09
33.0600 20247 1.92
39.0500 25966 2.47
42.0500 20972 1.99
43.0400 285125 27.07
44.0200 18039 1.71
45.0000 84761 8.05
51.0300 15444 1.47
53.0500 52974 5.03
57.9900 14375 1.36
59.0100 15549 1.48
60.0300 17911 1.70
63.0200 10876 1.03
65.0300 35802 3.40
68.9800 27481 2.61
69.9900 13728 1.30
70.9900 17974 1.71
80.0400 35420 3.36
81.9900 10828 1.03
83.9900 15888 1.51
88.0200 1 444064 42.16
89.0300 1 17205 1.63
93.0300 29791 2.83
95.9900 13465 1.28
97.0000 1 754054 71.60
98.0000 1 76554 7.27
99.0000 79327 7.53

107.9800 16305 1.55
108.9900 44818 4.26
109.9900 36521 3.47
110.9900 12782 1.21
121.9900 16121 1.53
122.9900 43965 4.17
124.0000 45553 4.33
125.0000 43709 4.15
126.0100 1 297890 28.28
127.0100 1 31878 3.03
128.0100 1 14535 1.38
136.9800 1 363237 34.49
137.9900 1 44312 4.21
138.9800 1 19950 1.89
140.0000 12734 1.21
149.9900 13311 1.26
166.9900 16306 1.55
168.0100 1 1053217 100.00
169.0100 1 106658 10.13
170.0000 1 57283 5.44
184.0200 11354 1.08
195.0100 43598 4.14
227.0500 27536 2.61

MassHunter Qual 10.0
(End of Report)
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