
Analysis Report
Sample Information
Name MB28bA11X2 Data File Path D:\MassHunter\GCMS\1\data\MB\MB28\MB28bA11X2.D
Sample ID Acq. Time (Local) 10/13/2022 8:08:36 PM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_48min.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition  10.0.384.1  14-Feb-2019  Copyright © 1989-2018 Agilent

Technologies, Inc.
Inj. Vol. (ul) 0.5 IRM Status
Position 107 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\MB28\MB28bA11X2.D\Results\Qual\Version4\default.m
Plate Pos. Target Source Path
Operator Result Summary
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Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 9.827 9.996 11.821 9502683 32674457 100.00
2 25.306 25.554 28.968 4021750 24453091 74.84

Sample Spectra
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
27.0500 98617 8.17
28.0400 36082 2.99
29.0600 209969 17.39
39.0300 80415 6.66
40.0400 16507 1.37
41.0400 454117 37.62
42.0500 133554 11.06
43.0500 1 939752 77.84
44.0500 1 33316 2.76
53.0300 25806 2.14
54.0400 19633 1.63
55.0400 199123 16.49
56.0500 204095 16.91
57.0600 1 1207216 100.00
58.0600 1 55540 4.60
67.0300 14936 1.24
69.0500 82654 6.85
70.0600 159234 13.19
71.0700 1 703466 58.27
72.0700 1 39580 3.28
83.0600 37226 3.08
84.0700 92192 7.64
85.0800 1 409574 33.93
86.0800 1 27434 2.27
97.0700 17394 1.44
98.0800 73367 6.08
99.0800 70774 5.86

112.0900 45047 3.73
113.1000 39130 3.24
126.1100 20267 1.68
127.1200 27064 2.24
141.1400 13049 1.08
170.1800 49328 4.09
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
15.0900 14319 3.31
18.0500 7189 1.66
28.0200 22579 5.21
29.0200 10267 2.37
31.0200 12872 2.97
32.0200 11317 2.61
38.0200 5049 1.17
39.0200 19451 4.49
42.0200 7614 1.76
43.0200 1 275222 63.54
44.0100 1 8808 2.03
50.0000 10750 2.48
51.0100 16794 3.88
52.0100 6159 1.42
58.9900 6292 1.45
62.0000 11268 2.60
63.0000 35492 8.19
64.0100 13918 3.21
65.0100 14183 3.27
74.0000 5165 1.19
75.0000 6577 1.52
76.0100 8625 1.99
77.0200 15444 3.57
88.0100 5804 1.34
89.0200 104051 24.02
90.0200 97467 22.50
91.0300 1 65362 15.09
92.0300 1 6598 1.52

102.0200 10503 2.42
105.0100 5454 1.26
115.0100 5440 1.26
116.0300 44881 10.36
117.0300 433180 100.00
118.0300 1 111441 25.73
119.0400 1 12562 2.90
121.0400 15716 3.63
129.0000 4424 1.02
144.0100 8426 1.95
159.0400 18515 4.27
177.0600 1 350827 80.99
178.0600 1 40727 9.40
187.0400 39031 9.01
188.0500 14146 3.27
219.0800 1 34970 8.07
220.0800 1 4787 1.11

MassHunter Qual 10.0
(End of Report)
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