
Analysis Report
Sample Information
Name MB150 Data File Path D:\MassHunter\GCMS\1\data\MB\Calibr\150.D
Sample ID Acq. Time (Local) 9/26/2022 6:20:56 PM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_48min.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition  10.0.384.1  14-Feb-2019  Copyright © 1989-2018 Agilent

Technologies, Inc.
Inj. Vol. (ul) 0.5 IRM Status
Position 146 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\Calibr\150.D\Results\Qual\Version4\default.m
Plate Pos. Target Source Path
Operator Result Summary
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Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 9.697 9.996 12.146 6825212 21852462 25.95
2 22.205 22.388 24.212 14847063 78918957 93.72
3 25.254 25.580 30.649 12647156 84207566 100.00

Sample Spectra
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
18.0800 3021 1.84
27.0900 7622 4.64
28.0600 15556 9.46
29.0900 16153 9.83
32.0300 3012 1.83
39.0700 8470 5.15
40.0400 2401 1.46
41.0800 46759 28.45
42.0800 13486 8.20
43.0800 1 96970 59.00
44.0800 1 3604 2.19
53.0600 3350 2.04
54.0600 2677 1.63
55.0700 26472 16.11
56.0700 27035 16.45
57.0800 1 164366 100.00
58.0800 1 6640 4.04
67.0500 2446 1.49
68.0600 1912 1.16
69.0800 13306 8.10
70.0800 25245 15.36
71.0900 1 113124 68.82
72.1000 1 5574 3.39
82.0700 1798 1.09
83.0900 6761 4.11
84.0800 17513 10.65
85.0900 1 76555 46.58
86.1000 1 4513 2.75
97.1000 3617 2.20
98.1000 15586 9.48
99.1000 14622 8.90

112.1100 10400 6.33
113.1200 9449 5.75
126.1200 5169 3.14
127.1200 7535 4.58
140.1200 2432 1.48
141.1600 3834 2.33
170.1900 1 17428 10.60
171.2200 1 2106 1.28
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
15.0700 324 1.00
17.0600 614 1.90
18.0700 2559 7.93
28.0500 12349 38.26
29.0200 627 1.94
31.0400 514 1.59
32.0400 2460 7.62
33.0700 588 1.82
39.0600 1168 3.62
40.0000 833 2.58
41.0700 621 1.92
42.0500 837 2.59
43.0500 9821 30.43
44.0000 1354 4.19
50.0200 669 2.07
51.0200 1372 4.25
51.9900 395 1.23
58.9800 371 1.15
59.9800 523 1.62
62.0000 360 1.11
63.0200 1226 3.80
64.1100 398 1.23
65.0500 3737 11.58
75.9800 419 1.30
77.0600 2462 7.63
78.0400 1200 3.72
88.0300 18206 56.41
89.0400 2624 8.13
90.0500 1358 4.21
91.0500 30945 95.88
92.0500 3886 12.04
93.0500 509 1.58

102.0200 1437 4.45
103.0500 3657 11.33
104.0500 1515 4.70
105.0100 432 1.34
116.0400 791 2.45
117.0500 4227 13.10
118.0500 2738 8.48
119.0700 1960 6.07
120.0700 1 13082 40.53
121.0600 1 1437 4.45
130.0200 1284 3.98
131.0200 1 9669 29.96
132.0500 1 1306 4.05
144.0300 826 2.56
147.0800 359 1.11
159.0600 458 1.42
161.0500 6351 19.68
162.0600 1 32275 100.00
163.0900 1 3462 10.73
164.0700 1 383 1.19
187.0100 1074 3.33
189.0600 1 2762 8.56
190.1100 1 509 1.58
207.0100 334 1.04
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
15.0700 457 1.18
17.0500 589 1.52
18.0700 2412 6.24
28.0500 11824 30.59
29.0200 894 2.31
31.0400 1092 2.82
32.0300 2741 7.09
39.0700 1164 3.01
39.9600 796 2.06
42.0400 543 1.41
43.0500 18857 48.79
44.0000 1440 3.73
50.0400 1019 2.64
51.0500 1199 3.10
52.0400 553 1.43
62.0300 938 2.43
63.0400 2851 7.38
64.0100 1023 2.65
65.0600 674 1.74
73.9800 635 1.64
75.0200 824 2.13
76.0100 1115 2.88
76.9800 805 2.08
86.9900 415 1.07
88.0300 729 1.89
89.0400 7506 19.42
90.0500 6277 16.24
91.0600 3176 8.22

102.0400 1331 3.44
103.0000 504 1.30
114.0700 430 1.11
115.0500 613 1.59
116.0200 4297 11.12
117.0500 38653 100.00
118.0500 1 5632 14.57
119.0500 1 517 1.34
121.0100 458 1.18
144.0500 449 1.16
159.0600 1 5327 13.78
160.0400 1 682 1.76
162.0300 471 1.22
177.0700 1 10535 27.25
178.0500 1 1291 3.34
187.0600 1 12620 32.65
188.0300 1 1978 5.12
207.0200 408 1.05
219.0700 1146 2.96

MassHunter Qual 10.0
(End of Report)

MassHunter Qualitative Analysis Page 4 of  4 Generated at 1:34 PM on 9/30/2022


	Sample Information
	Sample Chromatograms
	Sample Spectra
	+ Scan (rt: 10.04 min)
	+ Scan (rt: 22.54 min)
	+ Scan (rt: 25.79 min)

	Compound Summary

