
Analysis Report
Sample Information
Name MB12fB11 Data File Path D:\MassHunter\GCMS\1\data\MB\MB12fB11.D
Sample ID Acq. Time (Local) 6/8/2022 8:22:33 PM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_solvent front 2 m.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition  10.0.384.1  14-Feb-2019  Copyright © 1989-2018 Agilent

Technologies, Inc.
Inj. Vol. (ul) 0.5 IRM Status
Position 148 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\MB12fB11.D\Results\Qual\Version4\default.m
Plate Pos. Target Source Path
Operator Result Summary

Sample Chromatograms
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Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 32.655 32.890 33.333 11349800 74415959 100.00

Sample Spectra
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.0700 457 1.84
16.0600 258 1.04
17.0500 729 2.94
18.0700 2762 11.13
27.0500 298 1.20
28.0400 15415 62.11
29.0300 1160 4.67
31.0100 1070 4.31
32.0100 3553 14.31
39.0100 392 1.58
39.9800 940 3.79
41.0300 622 2.51
42.0200 743 2.99
43.0400 5546 22.35
43.9900 2462 9.92
45.0100 443 1.79
49.9700 286 1.15
51.0000 432 1.74
62.0200 325 1.31
62.9700 916 3.69
63.9800 282 1.14
73.9900 1063 4.28
75.0200 611 2.46
76.0100 928 3.74
77.0100 543 2.19
86.9900 425 1.71
88.0100 427 1.72
89.0000 698 2.81

100.9900 298 1.20
102.0300 2468 9.94
113.0100 544 2.19
113.9600 368 1.48
115.0400 1 4896 19.73
116.0400 1 538 2.17
125.9900 883 3.56
127.0100 1279 5.15
128.0100 1363 5.49
136.9800 260 1.05
138.0200 372 1.50
139.0100 4939 19.90
140.0400 2713 10.93
141.0400 1 24817 100.00
142.0200 1 3870 15.59
143.0300 1 489 1.97
149.9800 425 1.71
150.9900 864 3.48
152.0300 2727 10.99
153.0300 3156 12.72
154.0300 2442 9.84
155.0100 732 2.95
155.9700 313 1.26
164.0400 596 2.40
165.0300 568 2.29
166.0400 3972 16.01
167.0400 14492 58.39
168.0400 3155 12.71
169.0500 1138 4.58
170.0800 1 2106 8.49
171.0700 1 289 1.16
180.0500 524 2.11
181.0400 1 3643 14.68
181.9900 1 690 2.78
192.0600 306 1.23
193.0100 545 2.20
194.0400 391 1.57
197.0300 441 1.78
198.0300 842 3.39
206.9800 557 2.24
209.0300 262 1.06
211.0500 364 1.47
212.0900 1 1806 7.28
213.1100 1 280 1.13
225.0800 417 1.68
226.0900 1 11817 47.62
227.0700 1 1966 7.92
237.0500 1 3265 13.16
238.0800 1 578 2.33
239.0600 1 1797 7.24
240.0400 1 381 1.53
285.0900 473 1.91

+ Scan (rt: 32.92 min)
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Analysis Report
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Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type

28.0500 28575 1.56
42.0600 19264 1.05
43.0400 237347 12.92
44.0100 20851 1.13
63.0300 33597 1.83
75.0400 20231 1.10
76.0300 32435 1.77
77.0100 23782 1.29
88.0200 214706 11.69
89.0400 40570 2.21

113.0300 20929 1.14
115.0400 1 424111 23.09
116.0400 1 43539 2.37
126.0300 33598 1.83
127.0300 56191 3.06
128.0400 76876 4.18
139.0400 204289 11.12
140.0400 80446 4.38
141.0500 1 1837152 100.00
142.0500 1 307785 16.75
143.0700 1 37563 2.04
151.0400 40283 2.19
152.0500 176858 9.63
153.0500 209528 11.41
154.0500 84179 4.58
166.0500 64562 3.51
167.0500 233127 12.69
168.0600 126774 6.90
169.0700 67443 3.67
170.0800 1 153264 8.34
171.0800 1 26345 1.43
180.0500 23115 1.26
181.0500 1 374061 20.36
182.0600 1 56900 3.10
197.0400 23948 1.30
211.0900 111157 6.05
212.0900 1 1657183 90.20
213.0900 1 263634 14.35
214.1000 1 25841 1.41
237.0700 44027 2.40
239.0800 1 111344 6.06
240.0800 1 22578 1.23
271.1000 1 116433 6.34
272.1100 1 20501 1.12

MassHunter Qual 10.0
(End of Report)
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