Analysis Report

Agilent

Sample Information

Name MBO05a
Sample ID

Instrument GCMS
MS Type Q

Inj. Vol. (ul) 0.5
Position 43
Plate Pos.

Operator

Sample Chromatograms

Data File Path
Acq. Time (Local)
Method Path (Acq)
Version (Acq SW)

IRM Status
Method Path (DA)
Target Source Path
Result Summary

D:\MassHunter\GCMS\1\data\MB\MB05a.D
5/13/2022 6:14:54 PM (UTC+02:00)
D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_solvent front 2 m.M

MassHunter GC/MS Acquisition 10.0.384.1 14-Feb-2019 Copyright © 1989-2018 Agilent
Technologies, Inc.

D:\MassHunter\GCMS\1\data\MB\MB05a.D\Results\Qual\Version4\Default.m
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Counts vs. Acquisition Time (min)
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Counts vs. Acquisition Time (min)

End Height Area Area % SNR
8.420 1048280 3323624 15.34
9.488 6744487 21663863 100.00
11.703 419139 1351577 6.24
13.019 3990150 12453982 57.49
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Counts vs. Mass-to-Charge (m/z)
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.1000 21611 2.86
16.0900 10308 1.36
18.0800 7611 1.01
27.0800 8470 1.12
28.0500 1 755310 100.00
29.0700 1 19189 2.54
31.0700 8436 1.12
32.0200 224701 29.75
39.0600 11869 1.57
39.9900 24387 3.23
41.0700 42920 5.68
42.0800 13119 1.74
43.0800 48795 6.46
55.0600 36773 4.87
56.0700 43373 5.74
57.0800 74559 9.87
58.0500 27553 3.65
69.0700 37729 5.00
70.0800 32005 4.24
71.0900 61207 8.10
82.0700 8516 1.13
83.0800 21948 2.91
84.0900 27830 3.68
97.0900 21385 2.83
98.0900 11927 1.58

+ Scan (rt: 9.25-9.33 min) Peak 2 from + TIC Scan
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Spectrum Peaks

Counts vs. Mass-to-Charge (m/z)

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.1000 15674 2.82
16.0900 7503 1.35
18.0800 8387 1.51
27.0900 47204 8.50
28.0500 555350 100.00
29.0900 81421 14.66
31.0800 66910 12.05
32.0200 160313 28.87
39.0700 64893 11.69
40.0200 28301 5.10
41.0700 263516 47.45
42.0800 111086 20.00
43.0800 225121 40.54
44.0600 30978 5.58
45.0600 12698 2.29
53.0600 26375 4.75
54.0700 36268 6.53
55.0700 375623 67.64
56.0800 405602 73.04
57.0700 1 168406 30.32
58.0700 1 8790 1.58
65.0400 5799 1.04
67.0600 53878 9.70
68.0700 118974 21.42
69.0800 322703 58.11
70.0800 370718 66.75
71.0900 65663 11.82
73.0700 11369 2.05
79.0600 8115 1.46
81.0700 21767 3.92
82.0800 77194 13.90
83.0800 202723 36.50
84.0900 134167 24.16
85.0900 22219 4.00
95.0700 13887 2.50
96.0900 24914 4.49
97.1000 163164 29.38
98.1000 1 157687 28.39
99.1000 1 13083 2.36

111.1000 6507 1.17
126.1300 14933 2.69
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Peak 4 from + TIC Scan

Counts vs. Mass-to-Charge (m/z)

m/z (Calc) Diff (ppm)
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Spectrum Peaks
m/z
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MassHunter Qual 10.0
(End of Report)

Ion Species

Formula
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