
Analysis Report
Sample Information
Name MBstyrrac Data File Path D:\MassHunter\GCMS\1\data\MB\MBstyrrac.D
Sample ID Acq. Time (Local) 5/11/2022 4:35:26 PM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_solvent front 2 m.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition  10.0.384.1  14-Feb-2019  Copyright © 1989-2018 Agilent

Technologies, Inc.
Inj. Vol. (ul) 0.5 IRM Status
Position 41 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\MBstyrrac.D\Results\Qual\Version4\Default.m
Plate Pos. Target Source Path
Operator Result Summary
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Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 9.241 9.684 10.179 42534725 930071506 100.00

Sample Spectra
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.1000 37870 2.94
16.0800 18336 1.42
28.0400 1288280 100.00
32.0100 395243 30.68
39.9800 41134 3.19
43.0400 20883 1.62
50.0300 25513 1.98
51.0300 59275 4.60
74.0100 14943 1.16
77.0300 251331 19.51
78.0300 26621 2.07

105.0200 1 403375 31.31
106.0200 1 30326 2.35
120.0300 135889 10.55
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Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type

14.1000 30707 2.93
16.0900 14767 1.41
28.0400 1 1046601 100.00
29.0500 1 15503 1.48
32.0200 320219 30.60
39.0400 14348 1.37
39.9800 33601 3.21
50.0300 15472 1.48
51.0400 39286 3.75
63.0300 18600 1.78
65.0400 13863 1.32
77.0300 126319 12.07
78.0400 40048 3.83
79.0500 112316 10.73
89.0300 13443 1.28
91.0400 59908 5.72

102.0300 13026 1.24
103.0400 108759 10.39
104.0500 36430 3.48
105.0600 1 670839 64.10
106.0600 1 72039 6.88
134.0500 81535 7.79
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
27.1100 155736 2.10
28.0700 391951 5.29
29.0900 121766 1.64
31.1000 269972 3.65
32.0400 113121 1.53
39.0800 366294 4.95
43.0700 119595 1.61
50.0700 323832 4.37
51.0700 854692 11.54
52.0800 214918 2.90
53.0800 143104 1.93
62.0500 123765 1.67
63.0600 381809 5.16
64.0700 74497 1.01
65.0700 422385 5.70
74.0500 179945 2.43
75.0600 149185 2.01
76.0700 173002 2.34
77.0800 2679284 36.18
78.0900 1060608 14.32
79.1000 1 2498947 33.75
80.1000 1 179560 2.42
89.0700 251879 3.40
91.0900 1 2021275 27.29
92.0900 1 201650 2.72

102.0800 269445 3.64
103.1000 2218098 29.95
104.1100 962530 13.00
105.1400 7405322 100.00
106.1200 1 3692463 49.86
107.1100 1 325488 4.40
115.0700 281514 3.80
117.0900 374264 5.05
118.0900 263716 3.56
136.1000 1 2249426 30.38
137.1000 1 240220 3.24

MassHunter Qual 10.0
(End of Report)
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