
Analysis Report
Sample Information
Name MB27bA1x90x03 Data File Path D:\MassHunter\GCMS\1\data\MB\MB27\MB27bA1x90x03.D
Sample ID Acq. Time (Local) 9/28/2022 6:41:09 PM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_48min.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition  10.0.384.1  14-Feb-2019  Copyright © 1989-2018 Agilent

Technologies, Inc.
Inj. Vol. (ul) 0.5 IRM Status
Position 121 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\MB27\MB27bA1x90x03.D\Results\Qual\Version4\default.m
Plate Pos. Target Source Path
Operator Result Summary

Sample Chromatograms
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Counts vs. Acquisition Time (min)
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Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 9.853 9.996 10.556 6720786 21286614 55.44
2 22.114 22.322 24.081 393537 3277888 8.54
3 25.306 25.528 28.394 7330137 38398972 100.00
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Counts vs. Acquisition Time (min)

3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30 31 32 33 34 35 36 37 38 39 40 41 42 43 44 45 46 47

Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 9.905 9.996 10.166 6721264 21173712 58.21
2 22.237 22.322 22.726 393355 2967848 8.16
3 25.385 25.528 25.775 7330119 36374170 100.00

Sample Spectra
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
27.1000 72166 5.47
28.0900 23364 1.77
29.1100 151718 11.49
39.0800 81422 6.17
40.0900 16658 1.26
41.0900 434800 32.93
42.0800 123517 9.36
43.0900 1 818817 62.02
44.0900 1 27984 2.12
53.0700 32128 2.43
54.0700 23344 1.77
55.0800 231578 17.54
56.0800 227482 17.23
57.0800 1 1320191 100.00
58.0900 1 60673 4.60
67.0700 21376 1.62
68.0800 15804 1.20
69.0800 111454 8.44
70.0900 208414 15.79
71.1000 1 926583 70.19
72.1100 1 51901 3.93
82.0900 15520 1.18
83.0900 57543 4.36
84.1000 144512 10.95
85.1100 1 631771 47.85
86.1100 1 42787 3.24
97.1000 29480 2.23
98.1100 131717 9.98
99.1100 122981 9.32

112.1200 88433 6.70
113.1300 80846 6.12
126.1300 43621 3.30
127.1400 62682 4.75
140.1400 19849 1.50
141.1600 33493 2.54
170.2000 1 137050 10.38
171.2100 1 18266 1.38
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.0600 215 1.53
17.0700 381 2.71
18.0700 1750 12.45
28.0400 1 8147 57.98
29.0100 1 231 1.64
31.0200 155 1.10
31.9900 1635 11.64
33.0600 173 1.23
39.0400 334 2.38
39.9700 481 3.43
41.0500 166 1.18
42.0200 253 1.80
43.0500 3325 23.67
44.0000 564 4.01
49.9600 160 1.14
51.0600 406 2.89
60.0100 200 1.42
63.0300 372 2.65
64.0100 153 1.09
65.0600 1162 8.27
75.9800 149 1.06
77.0200 849 6.04
78.1100 301 2.14
88.0400 7280 51.81
89.0400 853 6.07
90.0000 488 3.47
91.0400 7998 56.92
92.0600 1208 8.59
92.9800 171 1.22

102.0400 535 3.81
103.0400 1158 8.24
104.0900 602 4.29
116.0100 228 1.62
117.0600 1639 11.66
118.0700 918 6.53
119.0400 679 4.83
120.0700 1 5297 37.70
121.0900 1 597 4.25
127.9400 171 1.22
130.0800 416 2.96
131.0500 1 4072 28.98
131.9700 1 408 2.90
144.0500 359 2.56
159.1300 177 1.26
161.0600 2700 19.22
162.0600 1 14051 100.00
163.0400 1 1507 10.73
187.0400 501 3.56
189.0700 682 4.85
207.0600 399 2.84

+ Scan (rt: 25.66 min)
4x10

0

1
2

3
4

5

+EI Scan (rt: 25.66 min) MB27bA1x90x03.D
117.0500

43.0500 177.0700
89.050028.0500 159.050063.0400 219.0900

Counts vs. Mass-to-Charge (m/z)

20 40 60 80 100 120 140 160 180 200 220 240 260 280 300 320 340 360 380 400 420 440 460 480 500 520 540 560 580 600

MassHunter Qualitative Analysis Page 3 of  4 Generated at 10:19 AM on 9/30/2022



Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
18.0700 1871 3.60
28.0500 9035 17.37
29.0800 896 1.72
31.0600 1106 2.13
32.0300 2256 4.34
39.0400 1336 2.57
39.9900 711 1.37
42.0300 689 1.32
43.0500 1 22245 42.76
44.0000 1 1174 2.26
50.0300 1233 2.37
51.0500 1429 2.75
52.0400 604 1.16
62.0200 1228 2.36
63.0400 3316 6.37
64.0400 1154 2.22
65.0300 914 1.76
74.0200 762 1.47
75.0400 798 1.53
75.9900 1229 2.36
77.0300 985 1.89
86.9800 567 1.09
88.0200 836 1.61
89.0500 9967 19.16
90.0500 8545 16.43
91.0500 3673 7.06

102.0500 1736 3.34
115.0600 746 1.43
116.0400 5307 10.20
117.0500 52019 100.00
118.0600 1 8499 16.34
119.0300 1 716 1.38
121.0100 706 1.36
144.0200 731 1.41
159.0500 1 6767 13.01
160.0500 1 893 1.72
177.0700 1 20179 38.79
178.0600 1 2398 4.61
187.0600 1 16130 31.01
188.0500 1 2797 5.38
219.0900 2304 4.43

MassHunter Qual 10.0
(End of Report)
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