
Analysis Report
Sample Information
Name MB27bA1x120x06 Data File Path D:\MassHunter\GCMS\1\data\MB\MB27\MB27bA1x120x06.D
Sample ID Acq. Time (Local) 9/29/2022 2:53:58 AM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_48min.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition  10.0.384.1  14-Feb-2019  Copyright © 1989-2018 Agilent

Technologies, Inc.
Inj. Vol. (ul) 0.5 IRM Status
Position 112 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\MB27\MB27bA1x120x06.D\Results\Qual\Version4\default.m
Plate Pos. Target Source Path
Operator Result Summary

Sample Chromatograms
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Counts vs. Acquisition Time (min)
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Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 9.879 10.009 11.390 8266362 28216144 87.61
2 22.192 22.322 24.238 3142037 13706358 42.56
3 25.371 25.528 29.007 6275531 32204948 100.00
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Counts vs. Acquisition Time (min)
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Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 9.905 10.009 10.179 8266363 27948237 94.60
2 22.220 22.322 22.492 3141726 12206950 41.32
3 25.385 25.528 25.697 6275266 29542094 100.00

Sample Spectra

+ Scan (rt: 10.01 min)
6x10

0
0.25
0.5

0.75
1

1.25
1.5

+EI Scan (rt: 10.01 min) MB27bA1x120x06.D
57.0900

71.1000
43.0900

85.1100

170.210098.1100 127.1400

Counts vs. Mass-to-Charge (m/z)
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
27.1000 88907 5.56
28.0900 25609 1.60
29.1100 184715 11.55
39.0800 99062 6.20
40.0900 20266 1.27
41.0900 530294 33.17
42.0900 149730 9.37
43.0900 1 992526 62.09
44.0900 1 33213 2.08
53.0700 38765 2.42
54.0800 28962 1.81
55.0800 285196 17.84
56.0800 276194 17.28
57.0900 1 1598654 100.00
58.0900 1 72444 4.53
67.0800 27396 1.71
68.0800 19251 1.20
69.0900 138747 8.68
70.0900 258110 16.15
71.1000 1 1141802 71.42
72.1000 1 62543 3.91
82.0800 19206 1.20
83.0900 72475 4.53
84.1000 180439 11.29
85.1100 1 785877 49.16
86.1100 1 51164 3.20
97.1100 36356 2.27
98.1100 164060 10.26
99.1200 156649 9.80

112.1200 111888 7.00
113.1300 103778 6.49
126.1400 56065 3.51
127.1400 80816 5.06
140.1500 26161 1.64
141.1500 43619 2.73
170.2100 1 179921 11.25
171.2200 1 23717 1.48

MassHunter Qual 10.0
(End of Report)
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