
Analysis Report
Sample Information
Name MB12iB00 Data File Path D:\MassHunter\GCMS\1\data\MB\MB12iB00.D
Sample ID Acq. Time (Local) 6/8/2022 4:42:49 PM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_solvent front 2 m.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition  10.0.384.1  14-Feb-2019  Copyright © 1989-2018 Agilent

Technologies, Inc.
Inj. Vol. (ul) 0.5 IRM Status
Position 144 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\MB12iB00.D\Results\Qual\Version4\default.m
Plate Pos. Target Source Path
Operator Result Summary
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Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 21.567 21.801 22.231 9160114 55474105 100.00
2 22.987 23.065 23.196 128306 587041 1.06

Sample Spectra
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
15.1100 10917 1.35
28.0600 59172 7.31
29.0500 10240 1.27
31.0400 9641 1.19
32.0300 10563 1.30
33.0700 23046 2.85
42.0500 23172 2.86
43.0400 1 359847 44.45
44.0300 1 18082 2.23
51.0200 10422 1.29
57.0200 25012 3.09
59.0200 16203 2.00
60.0400 20778 2.57
63.0200 19492 2.41
75.0100 17226 2.13
77.0200 17941 2.22
81.0000 17574 2.17
83.0100 11161 1.38
88.0200 1 809477 100.00
89.0300 1 35434 4.38
99.0100 19020 2.35

101.0000 69257 8.56
102.0300 28941 3.58
107.0100 53871 6.66
108.0200 12954 1.60
109.0200 59542 7.36
114.0000 17175 2.12
119.0000 45130 5.58
120.0100 9440 1.17
125.0000 33512 4.14
126.0000 18778 2.32
127.0100 1 470068 58.07
128.0200 1 70626 8.72
130.0200 45107 5.57
133.0100 9949 1.23
135.0200 46888 5.79
136.0300 54823 6.77
137.0200 11628 1.44
138.0000 15086 1.86
139.0100 37263 4.60
140.0100 43675 5.40
141.0000 9001 1.11
152.0100 9613 1.19
153.0100 36713 4.54
154.0200 32393 4.00
155.0300 50090 6.19
156.0400 1 582280 71.93
157.0400 1 58371 7.21
167.0000 1 150958 18.65
168.0200 1 20511 2.53
179.0300 23370 2.89
197.0300 12960 1.60
198.0400 1 782551 96.67
199.0400 1 90129 11.13
200.0300 1 8628 1.07
214.0500 10455 1.29
225.0500 18922 2.34
257.0700 20640 2.55
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.0600 666 2.58
16.0500 364 1.41
17.0500 604 2.34
18.0600 2434 9.41
27.0400 453 1.75
28.0400 25856 100.00
29.0300 1145 4.43
31.0300 804 3.11
32.0200 6212 24.02
39.9700 1103 4.26
41.0200 438 1.69
42.0000 776 3.00
43.0300 7957 30.78
44.0000 2316 8.96
45.0100 599 2.32
46.0000 347 1.34
51.0200 277 1.07
57.0000 545 2.11
62.9900 469 1.81
74.0000 2060 7.97
74.9900 505 1.95
76.9500 318 1.23
80.9600 434 1.68
87.9900 751 2.90
98.9600 430 1.66

101.0000 1091 4.22
102.0200 1 10091 39.03
103.0300 1 547 2.12
106.9800 902 3.49
109.0000 897 3.47
113.9800 528 2.04
118.9900 855 3.31
124.9800 1057 4.09
125.9900 659 2.55
127.0000 1 10233 39.58
128.0100 1 1239 4.79
132.9900 460 1.78
134.9900 1005 3.89
136.0100 1061 4.10
137.9700 539 2.08
138.9900 811 3.14
140.0100 1410 5.45
140.9700 417 1.61
143.9900 590 2.28
151.9700 549 2.12
152.9900 1792 6.93
153.9900 775 3.00
155.0100 1077 4.17
156.0300 1 10036 38.82
157.0300 1 1023 3.96
164.0000 698 2.70
167.0100 1 1679 6.49
167.9800 1 281 1.09
184.0000 569 2.20
198.0300 1885 7.29
212.0500 1 6229 24.09
213.0400 1 772 2.99
223.0300 603 2.33
225.0400 594 2.30

MassHunter Qual 10.0
(End of Report)
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