
Analysis Report
Sample Information
Name MB07aB0EA Data File Path D:\MassHunter\GCMS\1\data\MB\MB07aB0EA.D
Sample ID Acq. Time (Local) 5/20/2022 8:37:19 PM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_solvent front 2 m.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition  10.0.384.1  14-Feb-2019  Copyright © 1989-2018 Agilent

Technologies, Inc.
Inj. Vol. (ul) 0.5 IRM Status
Position 141 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\MB07aB0EA.D\Results\Qual\Version4\default.m
Plate Pos. Target Source Path
Operator Result Summary
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Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 8.133 8.355 8.511 8448072 64517158 100.00

Sample Spectra
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Counts vs. Mass-to-Charge (m/z)
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.1000 31571 2.05
15.1100 40262 2.61
18.0900 18147 1.18
27.0700 23045 1.49
28.0500 1 1066547 69.16
29.0500 1 35853 2.32
32.0200 306786 19.89
40.0000 47200 3.06
41.0500 39711 2.57
42.0600 210217 13.63
43.0400 558934 36.24
44.0700 1 1541876 99.98
45.0600 1 59919 3.89
55.0200 30631 1.99
56.0400 25566 1.66
57.0400 15517 1.01
59.0200 74366 4.82
60.0400 16671 1.08
69.0500 18830 1.22
70.0200 53754 3.49
85.0300 19883 1.29
86.0500 1 1542173 100.00
87.0500 1 93317 6.05
88.0200 1 204561 13.26

102.0300 71182 4.62
114.0300 28809 1.87
145.0500 105234 6.82

MassHunter Qual 10.0
(End of Report)
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