
Analysis Report
Sample Information
Name MB27bA11x120x03 Data File Path D:\MassHunter\GCMS\1\data\MB\MB27\MB27bA11x120x03.D
Sample ID Acq. Time (Local) 9/29/2022 4:43:23 AM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_48min.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition  10.0.384.1  14-Feb-2019  Copyright © 1989-2018 Agilent

Technologies, Inc.
Inj. Vol. (ul) 0.5 IRM Status
Position 114 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\MB27\MB27bA11x120x03.D\Results\Qual\Version4\default.m
Plate Pos. Target Source Path
Operator Result Summary

Sample Chromatograms
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Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 9.840 9.996 12.342 7796437 25877123 67.91
2 22.205 22.310 24.173 1881307 9507381 24.95
3 25.346 25.528 28.772 7278641 38104254 100.00
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Counts vs. Acquisition Time (min)
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Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 9.905 9.996 10.244 7796493 25651495 71.39
2 22.218 22.310 22.557 1883341 8573946 23.86
3 25.386 25.528 25.775 7278709 35932855 100.00

Sample Spectra
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
27.0900 17759 5.13
28.0700 10931 3.16
29.1100 37119 10.73
39.0700 19850 5.74
40.0800 4346 1.26
41.0800 109297 31.59
42.0900 30825 8.91
43.0900 1 208413 60.24
44.0900 1 6662 1.93
53.0600 7915 2.29
54.0800 5849 1.69
55.0800 59494 17.20
56.0800 57628 16.66
57.0900 1 345990 100.00
58.0900 1 14319 4.14
67.0800 5724 1.65
68.0800 4154 1.20
69.0800 29550 8.54
70.0900 55095 15.92
71.1000 1 247294 71.47
72.1000 1 12687 3.67
82.0800 4268 1.23
83.0900 15454 4.47
84.1000 38899 11.24
85.1100 1 171646 49.61
86.1100 1 10313 2.98
97.1100 8227 2.38
98.1100 36751 10.62
99.1200 34527 9.98

112.1200 25283 7.31
113.1300 22845 6.60
126.1300 12704 3.67
127.1400 18710 5.41
140.1500 5990 1.73
141.1600 10235 2.96
170.2000 1 44623 12.90
171.2200 1 5434 1.57
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.1000 220 1.39
17.0600 386 2.44
18.0700 1567 9.89
28.0500 1 7747 48.93
29.0600 1 252 1.59
31.0000 194 1.22
31.9900 1461 9.23
33.1000 266 1.68
39.0300 405 2.56
40.0000 493 3.11
41.0500 204 1.29
42.0700 358 2.26
43.0600 4160 26.27
44.0100 554 3.50
50.0000 215 1.36
51.0800 486 3.07
52.0300 162 1.02
60.0600 202 1.28
63.0000 498 3.14
65.0500 1513 9.55
75.9600 165 1.04
77.0300 1046 6.61
78.0600 401 2.53
88.0400 8548 53.98
89.0300 1136 7.18
90.0200 532 3.36
91.0600 10668 67.37
92.0300 1404 8.86
93.0600 235 1.48

102.0100 675 4.26
103.0500 1509 9.53
104.0300 666 4.21
105.0200 217 1.37
115.9900 338 2.14
117.0300 2115 13.36
118.0400 1023 6.46
119.0500 882 5.57
120.0800 1 6307 39.83
121.1100 1 706 4.46
130.0500 515 3.25
131.0100 1 4533 28.63
132.0500 1 509 3.21
144.0200 356 2.25
146.9900 189 1.19
159.0700 237 1.50
161.0600 3123 19.72
162.0600 1 15835 100.00
163.0500 1 1802 11.38
163.9600 1 175 1.11
187.0500 556 3.51
189.0400 1 927 5.85
190.0000 1 164 1.03
207.0600 383 2.42
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.0800 217 1.27
17.1000 400 2.34
18.0600 1723 10.09
28.0500 8012 46.91
29.0500 466 2.73
31.0200 417 2.44
32.0100 1559 9.13
39.0600 567 3.32
40.0000 468 2.74
41.9700 242 1.42
43.0400 7345 43.00
44.0200 700 4.10
50.0200 372 2.18
50.9900 478 2.80
52.0100 221 1.29
62.0100 389 2.28
63.0300 1091 6.39
64.0100 393 2.30
65.0000 310 1.82
73.9900 265 1.55
75.0000 334 1.95
76.0400 449 2.63
77.0000 364 2.13
87.0700 208 1.22
88.0000 363 2.13
89.0300 3231 18.92
90.0400 2860 16.74
91.0500 1464 8.57

102.0300 624 3.65
102.9600 205 1.20
114.9900 215 1.26
116.0300 1755 10.28
117.0500 17081 100.00
118.0400 1 2611 15.29
118.9900 1 299 1.75
121.0400 228 1.33
144.0400 197 1.15
159.0600 1 2334 13.66
160.1200 1 330 1.93
162.0300 208 1.22
177.0800 1 6345 37.15
178.0800 1 752 4.40
187.0700 1 4982 29.17
188.0800 1 795 4.66
207.0300 403 2.36
219.1100 757 4.43
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(End of Report)
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