Analysis Report

Agilent

Sample Information

Name
Sample ID
Instrument
MS Type

Inj. Vol. (ul)
Position
Plate Pos.
Operator

MB20bA1la

GCMS
Q

0.5
133

Sample Chromatograms

Data File Path
Acq. Time (Local)
Method Path (Acq)
Version (Acq SW)

IRM Status
Method Path (DA)
Target Source Path
Result Summary

D:\MassHunter\GCMS\1\data\MB\MB20\MB20bA1a.D
9/15/2022 9:25:59 PM (UTC+02:00)

D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_48min.M
MassHunter GC/MS Acquisition 10.0.384.1 14-Feb-2019 Copyright © 1989-2018 Agilent

Technologies, Inc.

D:\MassHunter\GCMS\1\data\MB\MB20\MB20bA1a.D\Results\Qual\Version4\default.m
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Counts vs. Acquisition Time (min)
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Sample Spectra

+ Scan (rt: 22.52 min)

Chromatogram Peaks
Peak Start RT

1 25.386 25.554

Counts vs. Acquisition Time (min)

End Height Area
25.723 11356632 59735153

Area %
100.00

SNR
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Counts vs. Mass-to-Charge (m/z)
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.0800 394 2.33
16.1300 220 1.30
17.0700 832 4.92
18.0700 4041 23.88
28.0400 1 16920 100.00
29.0000 1 224 1.32
32.0100 3599 21.27
39.9600 908 5.37
43.0000 788 4.66
43.9800 805 4.76
64.9800 183 1.08
88.0100 994 5.87
91.0100 926 5.47
116.9900 512 3.03
120.0300 704 4.16
131.0400 459 2.72
160.9700 278 1.64
162.0200 1 1586 9.38
163.0000 1 198 1.17
207.0400 465 2.75
+ Scan (rt: 25.53 min)
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Abund
29418
30504
24897
53015

824937
24848
39562
58087
46344

143134
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464302

441654
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231730
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44694
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29958

Abund %
1.28
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Counts vs. Mass-to-Charge (m/z)

m/z (Calc)

Diff (ppm)

MassHunter Qual 10.0
(End of Report)

Ion Species

Formula

Ion Type
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