Analysis Report

Agilent

Sample Information

Name
Sample ID
Instrument
MS Type

Inj. Vol. (ul)
Position
Plate Pos.
Operator

MB19bB14

GCMS
Q

0.5
121

Sample Chromatograms

Data File Path
Acq. Time (Local)
Method Path (Acq)
Version (Acq SW)

IRM Status
Method Path (DA)
Target Source Path
Result Summary

D:\MassHunter\GCMS\1\data\MB\MB19\MB19bB14.D
9/14/2022 2:29:00 AM (UTC+02:00)

D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_48min.M
MassHunter GC/MS Acquisition 10.0.384.1 14-Feb-2019 Copyright © 1989-2018 Agilent

Technologies, Inc.

D:\MassHunter\GCMS\1\data\MB\MB19\MB19bB14.D\Results\Qual\Version4\default.m
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Counts vs. Acquisition Time (min)
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Chromatogram Peaks

Counts vs. Acquisition Time (min)
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Peak Start RT End Height Area Area % SNR
1 22.220 22.375 22.622 16432835 77626910 100.00
Sample Spectra
+ Scan (rt: 22.30 min)
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Counts vs. Mass-to-Charge (m/z)
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
18.0700 4672 1.24
28.0500 26331 6.99
32.0400 4747 1.26
33.0600 8153 2.16
39.0400 9220 2.45
41.0600 4284 1.14
42.0500 7124 1.89
43.0400 106209 28.19
44.0200 5052 1.34
51.0400 10675 2.83
59.0100 4394 1.17
60.0500 6601 1.75
63.0400 8948 2.37
65.0300 37906 10.06
77.0300 24661 6.55
78.0400 8271 2.20
88.0200 269965 71.65
89.0300 23127 6.14
90.0400 8552 2.27
91.0400 180199 47.83
92.0400 32329 8.58
93.0400 5799 1.54
102.0400 13085 3.47
103.0400 35298 9.37
104.0300 12755 3.39
117.0400 15997 4.25
118.0500 21875 5.81
119.0500 18153 4.82
120.0600 169885 45.09
121.0600 19727 5.24
130.0100 10239 2.72
131.0200 118058 31.33
132.0400 14521 3.85
144.0400 5701 1.51
161.0500 73443 19.49
162.0500 376780 100.00
163.0500 45513 12.08
164.0600 4593 1.22
189.0500 4303 1.14

MassHunter Qual 10.0
(End of Report)
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