Analysis Report -~ Agilent
Sample Information
Name MB20bAlla Data File Path D:\MassHunter\GCMS\1\data\MB\MB20\MB20bA11a.D
Sample ID Acq. Time (Local) 9/15/2022 11:15:49 PM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_48min.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition 10.0.384.1 14-Feb-2019 Copyright © 1989-2018 Agilent
Technologies, Inc.
Inj. Vol. (ul) 0.5 IRM Status
Position 135 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\MB20\MB20bA11a.D\Results\Qual\Version4\default.m
Plate Pos. Target Source Path
Operator Result Summary

Sample Chromatograms
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Counts vs. Acquisition Time (min)
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Counts vs. Acquisition Time (min)

Chromatogram Peaks

Peak Start RT End Height Area Area % SNR
1 22.298 22.388 23.573 39062 735897 1.23
2 25.385 25.554 25.723 11580451 60000151 100.00

Sample Spectra
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Counts vs. Mass-to-Charge (m/z)
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.0600 431 2.54
16.0600 222 1.31
17.0400 936 5.52
18.0800 3978 23.47
28.0500 1 16952 100.00
29.0300 1 285 1.68
32.0100 3670 21.65
38.9900 232 1.37
39.9500 865 5.10
41.9900 210 1.24
43.0400 2410 14.22
44.0200 929 5.48
51.0500 304 1.80
63.0500 249 1.47
65.0000 798 4.71
76.9900 510 3.01
78.0000 257 1.51
88.0100 4705 27.75
89.0300 620 3.66
90.0300 287 1.70
91.0400 4382 25.85
92.0000 666 3.93
102.0300 314 1.85
103.0200 745 4.39
104.0200 327 1.93
116.0200 171 1.01
117.0100 943 5.56
118.0800 462 2.72
119.0400 376 2.22
120.0400 1 3053 18.01
121.0200 1 335 1.97
130.0400 218 1.29
131.0100 1 2185 12.89
132.0000 1 253 1.50
161.0800 1352 7.98
162.0400 1 6919 40.81
163.0400 1 793 4.68
187.0200 240 1.42
188.9800 240 1.41
207.0100 471 2.78
+ Scan (rt: 25.55 min)
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Counts vs. Mass-to-Charge (m/z)
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
28.0500 31889 1.18
31.0600 34343 1.27
32.0600 27142 1.00
39.0600 61679 2.28
43.0500 1 946998 34.96
44.0500 1 27636 1.02
50.0400 45443 1.68
51.0400 66196 2.44
62.0300 53048 1.96
63.0300 164747 6.08
64.0300 62637 2.31
65.0400 57580 2.13
74.0300 28996 1.07
75.0200 35916 1.33
76.0300 48885 1.80
77.0400 70563 2.60
88.0300 33417 1.23
89.0400 549719 20.29
90.0400 519351 19.17
91.0500 1 329144 12.15
92.0400 1 33656 1.24
102.0400 70092 2.59
105.0400 28196 1.04
115.0400 34209 1.26
116.0500 276462 10.21
117.0500 2708782 100.00
118.0500 1 678872 25.06
119.0600 1 74928 2.77
121.0500 92959 3.43
144.0300 53823 1.99
159.0500 1 175990 6.50
160.0500 1 32015 1.18
177.0700 1 2359157 87.09
178.0800 1 278658 10.29
187.0500 407051 15.03
188.0500 118640 4.38
219.0900 1 272364 10.05
220.1000 1 37023 1.37

MassHunter Qual 10.0
(End of Report)

MassHunter Qualitative Analysis

Page 3 of 3

Generated at 9:36 AM on 9/16/2022



	Sample Information
	Sample Chromatograms
	Sample Spectra
	+ Scan (rt: 22.41 min)
	+ Scan (rt: 25.55 min)

	Compound Summary

