
Analysis Report
Sample Information
Name MB17bA12 Data File Path D:\MassHunter\GCMS\1\data\MB\MB17\MB17bA12.D
Sample ID Acq. Time (Local) 9/8/2022 6:33:09 PM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_48min.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition  10.0.384.1  14-Feb-2019  Copyright © 1989-2018 Agilent

Technologies, Inc.
Inj. Vol. (ul) 0.5 IRM Status
Position 136 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\MB17\MB17bA12.D\Results\Qual\Version4\default.m
Plate Pos. Target Source Path
Operator Result Summary
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Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 22.219 22.374 22.544 14934213 70711642 100.00
2 25.384 25.476 25.893 629238 5020812 7.10

Sample Spectra
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
18.0800 4410 2.80
28.0500 23769 15.08
29.0300 1821 1.15
31.0500 1773 1.12
32.0200 5244 3.33
33.0500 2500 1.59
39.0500 3920 2.49
39.9900 1705 1.08
41.0600 2126 1.35
42.0500 3127 1.98
43.0400 39185 24.85
44.0100 3692 2.34
50.0500 1949 1.24
51.0200 5204 3.30
59.0000 1645 1.04
60.0400 2225 1.41
63.0100 4080 2.59
65.0400 14599 9.26
77.0300 10024 6.36
78.0400 3998 2.54
88.0300 1 88929 56.41
89.0300 1 8908 5.65
90.0400 1 3995 2.53
91.0400 105777 67.09
92.0500 14616 9.27
93.0500 2209 1.40

102.0300 5421 3.44
103.0400 14646 9.29
104.0400 5973 3.79
105.0300 1591 1.01
116.0200 1961 1.24
117.0400 9203 5.84
118.0500 10035 6.36
119.0600 8482 5.38
120.0600 1 61155 38.79
121.0600 1 6660 4.22
130.0200 5080 3.22
131.0200 1 45319 28.74
132.0300 1 5287 3.35
144.0500 2884 1.83
161.0500 31269 19.83
162.0500 1 157659 100.00
163.0600 1 16813 10.66
164.0400 1 1593 1.01
189.0400 7721 4.90
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
15.0900 970 1.03
18.0800 4112 4.38
28.0500 18310 19.52
29.0300 1962 2.09
31.0400 2588 2.76
32.0400 5691 6.07
39.0500 2572 2.74
39.9700 1409 1.50
42.0600 1248 1.33
43.0400 1 45973 49.01
44.0100 1 2284 2.43
50.0300 2093 2.23
51.0200 2855 3.04
52.0200 1236 1.32
62.0100 2164 2.31
63.0300 6558 6.99
64.0300 2218 2.36
65.0400 1858 1.98
74.0000 1426 1.52
75.0100 1640 1.75
76.0200 2469 2.63
77.0200 1952 2.08
88.0100 1726 1.84
89.0300 18413 19.63
90.0300 15765 16.81
91.0400 8467 9.03

102.0300 2795 2.98
115.0300 1223 1.30
116.0200 9781 10.43
117.0300 93810 100.00
118.0500 1 16231 17.30
119.0200 1 1684 1.80
121.0400 1772 1.89
144.0100 1189 1.27
159.0400 1 10308 10.99
160.0700 1 1327 1.41
177.0700 1 43246 46.10
178.0700 1 4892 5.21
187.0400 1 24423 26.03
188.0400 1 4140 4.41
219.0800 4523 4.82

MassHunter Qual 10.0
(End of Report)
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