
Analysis Report
Sample Information
Name MB19bA14 Data File Path D:\MassHunter\GCMS\1\data\MB\MB19\MB19bA14.D
Sample ID Acq. Time (Local) 9/14/2022 1:34:07 AM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_48min.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition  10.0.384.1  14-Feb-2019  Copyright © 1989-2018 Agilent

Technologies, Inc.
Inj. Vol. (ul) 0.5 IRM Status
Position 140 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\MB19\MB19bA14.D\Results\Qual\Version4\default.m
Plate Pos. Target Source Path
Operator Result Summary
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Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 22.231 22.362 22.609 14960963 70349515 100.00
2 25.388 25.489 25.880 756770 5972052 8.49
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
18.0700 4922 1.13
28.0500 28221 6.50
32.0300 4800 1.10
33.0800 9391 2.16
39.0500 10162 2.34
41.0500 4793 1.10
42.0500 8075 1.86
43.0400 1 121144 27.89
44.0200 1 5674 1.31
51.0400 11957 2.75
59.0000 4996 1.15
60.0500 7889 1.82
63.0300 10127 2.33
65.0300 42328 9.74
77.0300 27712 6.38
78.0300 9223 2.12
88.0300 1 305722 70.38
89.0300 1 26200 6.03
90.0300 1 9669 2.23
91.0400 203951 46.95
92.0500 37084 8.54
93.0600 6765 1.56

102.0400 15326 3.53
103.0300 39490 9.09
104.0400 14236 3.28
117.0400 18169 4.18
118.0500 25700 5.92
119.0500 20348 4.68
120.0600 1 194066 44.68
121.0600 1 22883 5.27
130.0100 12029 2.77
131.0200 1 134246 30.90
132.0400 1 16335 3.76
144.0400 6689 1.54
161.0500 84028 19.34
162.0500 1 434385 100.00
163.0500 1 52567 12.10
164.0600 1 5071 1.17
189.0400 4587 1.06
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
17.0500 1054 1.99
18.0700 4785 9.03
28.0400 19598 36.99
29.0300 1336 2.52
31.0500 1540 2.91
32.0200 5221 9.85
39.0500 1580 2.98
39.9700 1300 2.45
42.0300 781 1.47
43.0400 27133 51.21
44.0000 2004 3.78
50.0100 1273 2.40
51.0100 1690 3.19
52.0000 716 1.35
62.0100 1325 2.50
63.0200 3785 7.14
64.0200 1226 2.31
65.0400 1117 2.11
74.0100 853 1.61
75.0100 884 1.67
75.9900 1460 2.75
77.0000 1241 2.34
87.0000 589 1.11
88.0200 1063 2.01
89.0200 10773 20.33
90.0300 8807 16.62
91.0200 5166 9.75
92.0500 596 1.12

102.0400 1632 3.08
103.0100 530 1.00
114.0400 551 1.04
115.0400 716 1.35
116.0300 5710 10.78
117.0300 52984 100.00
118.0500 1 9289 17.53
119.0400 1 1005 1.90
121.0400 873 1.65
144.0000 683 1.29
159.0400 1 5820 10.98
160.0200 1 809 1.53
162.0000 660 1.25
177.0600 1 21857 41.25
178.0500 1 2593 4.89
187.0400 1 14141 26.69
188.0300 1 2340 4.42
207.0000 741 1.40
219.0900 2288 4.32

MassHunter Qual 10.0
(End of Report)
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