Analysis Report

Agilent

Sample Information

Name
Sample ID
Instrument
MS Type

Inj. Vol. (ul)
Position
Plate Pos.
Operator

MB19A0055 Data File Path
Acq. Time (Local)

GCMS Method Path (Acq)

Q Version (Acq SW)

0.5 IRM Status

125 Method Path (DA)

Target Source Path
Result Summary

Sample Chromatograms

D:\MassHunter\GCMS\1\data\MB\MB19\MB19A0055.D
9/14/2022 6:08:33 AM (UTC+02:00)
D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_48min.M

MassHunter GC/MS Acquisition 10.0.384.1 14-Feb-2019 Copyright © 1989-2018 Agilent
Technologies, Inc.

D:\MassHunter\GCMS\1\data\MB\MB19\MB19A0055.D\Results\Qual\Version4\default.m
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Counts vs. Acquisition Time (min)
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Sample Spectra

+ Scan (rt: 22.30 min)
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Counts vs. Acquisition Time (min)

Chromatogram Peaks

Peak Start RT End
1 22.225 22.323 22.505
2 25.385 25.541 25.710

Height Area Area % SNR
2024587 9126609 16.75
11089699 54472039 100.00
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Counts vs. Mass-to-Charge (m/z)
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
18.0700 4505 1.66
28.0500 23504 8.64
32.0400 4553 1.67
33.0800 5832 2.14
39.0500 6470 2.38
41.0700 3016 1.11
42.0600 5151 1.89
43.0400 75028 27.59
44.0200 4108 1.51
51.0300 7452 2.74
58.9900 3355 1.23
60.0300 4605 1.69
63.0200 6509 2.39
65.0400 26118 9.61
77.0300 17432 6.41
78.0400 5650 2.08
88.0200 1 188145 69.20
89.0300 1 15784 5.81
90.0400 1 6122 2.25
91.0400 130538 48.01
92.0500 22596 8.31
93.0500 4037 1.48
102.0300 9419 3.46
103.0300 24921 9.17
104.0500 8847 3.25
116.0300 2734 1.01
117.0400 12322 4.53
118.0500 15215 5.60
119.0500 12362 4.55
120.0600 1 118914 43.74
121.0600 1 13533 4.98
130.0100 7860 2.89
131.0200 1 83151 30.58
132.0400 1 9576 3.52
144.0400 4132 1.52
161.0500 52825 19.43
162.0500 1 271897 100.00
163.0500 1 30966 11.39
164.0500 1 2844 1.05
189.0500 3540 1.30
+ Scan (rt: 25.53 min)
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
28.0400 29237 1.19
31.0500 31185 1.27
32.0500 25043 1.02
39.0600 56020 2.28
43.0500 1 860684 35.03
44.0400 1 26011 1.06
50.0400 41110 1.67
51.0400 60675 2.47
62.0300 48481 1.97
63.0300 150116 6.11
64.0300 56869 2.31
65.0400 53656 2.18
74.0200 26212 1.07
75.0300 32322 1.32
76.0300 43868 1.79
77.0400 64920 2.64
88.0300 29893 1.22
89.0400 499994 20.35
90.0400 473962 19.29
91.0400 1 308227 12.54
92.0400 1 31589 1.29
102.0300 63661 2.59
105.0400 26637 1.08
115.0300 30380 1.24
116.0400 249978 10.17
117.0500 2457171 100.00
118.0500 1 625028 25.44
119.0600 1 69304 2.82
121.0500 85347 3.47
129.0200 25084 1.02
144.0300 48815 1.99
159.0400 1 151290 6.16
160.0500 1 28113 1.14
177.0700 1 2133157 86.81
178.0700 1 254491 10.36
187.0400 347350 14.14
188.0500 104673 4.26
219.0900 1 239514 9.75
220.0900 1 32520 1.32
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