Analysis Report -~ Agilent
Sample Information
Name MB12fB00 Data File Path D:\MassHunter\GCMS\1\data\MB\MB12fB00.D
Sample ID Acq. Time (Local) 6/8/2022 9:17:32 PM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_solvent front 2 m.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition 10.0.384.1 14-Feb-2019 Copyright © 1989-2018 Agilent
Technologies, Inc.
Inj. Vol. (ul) 0.5 IRM Status
Position 149 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\MB12fB00.D\Results\Qual\Version4\default.m
Plate Pos. Target Source Path
Operator Result Summary

Sample Chromatograms
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Counts vs. Acquisition Time (min)
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Chromatogram Peaks

Peak Start RT End Height Area Area % SNR
1 32.629 32.877 33.632 10144377 65262772 100.00

Sample Spectra
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Counts vs. Mass-to-Charge (m/z)
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Spectrum Peaks
m/z
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Abund
22909
11539

146599
13011
19759
11802
18917
13986

133450
24266
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18922
31440
43641
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31704
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54474

Abund %
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4.37
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2.48
5.34
1.11
5.17

m/z (Calc) Diff (ppm)

MassHunter Qual 10.0
(End of Report)

Ion Species

Formula

Ion Type
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