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Sample Information

Name
Sample ID
Instrument
MS Type

Inj. Vol. (ul)
Position
Plate Pos.
Operator

MB14aB11

GCMS
Q

0.5
126

Sample Chromatograms

Data File Path

Acq. Time (Local)

Method Path (Acq)

Version (Acq SW)

IRM Status

Method Path (DA)

Target Source Path

Result Summary

D:\MassHunter\GCMS\1\data\MB\MB14aB11.D
6/10/2022 9:15:18 PM (UTC+02:00)

D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_solvent front 2 m.M
MassHunter GC/MS Acquisition 10.0.384.1 14-Feb-2019 Copyright © 1989-2018 Agilent

Technologies, Inc.

D:\MassHunter\GCMS\1\data\MB\MB14aB11.D\Results\Qual\Version4\default.m
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Sample Spectra
+ Scan (rt: 3.21 min)
x108 +EI Scan (rt: 3.21 min) MB14aB11.D
28.0500
1.5
1-
0.5
14.1000| | 56.0600 83.0900 112.1000
[ I I I I I I I [ I I I I [ I I I I [ I I I I [ I I I I [ I I
20 40 60 80 100 120 140 160 180 200 220 240 260 280 300 320 340 360 380 400 420 440 460 480 500 520 540 560 580 600
Counts vs. Mass-to-Charge (m/z)
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.1000 51774 3.05
16.0900 24104 1.42
28.0500 1 1696109 100.00
29.0500 17708 1.04
32.0200 532338 31.39
39.9800 56548 3.33
41.0700 25354 1.49
55.0500 30944 1.82
56.0600 33572 1.98
69.0700 26823 1.58
70.0700 27439 1.62
83.0900 27518 1.62
84.0800 17846 1.05
112.1000 33344 1.97
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+ Scan (rt: 5.79 min)
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Counts vs. Mass-to-Charge (m/z)
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
15.1200 67216 2.83
27.0900 36994 1.56
28.0600 529519 22.29
29.0700 46015 1.94
32.0300 119158 5.02
33.0800 24086 1.01
40.0400 34747 1.46
41.0700 58242 2.45
42.0700 334991 14.10
43.0500 864555 36.39
44.0800 1 2375500 100.00
45.0700 1 105757 4.45
55.0300 46854 1.97
56.0500 40411 1.70
57.0600 24699 1.04
59.0300 116690 4.91
60.0500 26147 1.10
70.0400 83107 3.50
86.0600 1 2324061 97.83
87.0600 1 156669 6.60
88.0300 1 313287 13.19
102.0400 111877 4.71
114.0400 44622 1.88
145.0600 165333 6.96
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