Analysis Report

Agilent

Sample Information

Name MB19jA11 Data File Path
Sample ID Acq. Time (Local)
Instrument GCMS Method Path (Acq)
MS Type Q Version (Acq SW)
Inj. Vol. (ul) 0.5 IRM Status
Position 124 Method Path (DA)
Plate Pos. Target Source Path
Operator Result Summary

Sample Chromatograms

x10°

D:\MassHunter\GCMS\1\data\MB\MB19\MB19jA11.D
9/14/2022 5:13:40 AM (UTC+02:00)
D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_48min.M

MassHunter GC/MS Acquisition 10.0.384.1 14-Feb-2019 Copyright © 1989-2018 Agilent
Technologies, Inc.

D:\MassHunter\GCMS\1\data\MB\MB19\MB19jA11.D\Results\Qual\Version4\default.m

+ TIC Scan MB19jA11.d
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Counts vs. Acquisition Time (min)

+ TIC Scan MB19jA11.d

31.170 1

32.069

T T 1T T T T 11— T+—T1T " 7T 1T T T 1T T T T T T T T T T T T T T T T T T T T T T
3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30 31 32 33 34 35 36 37 38 39 40 41 42 43 44 45 46 47

Counts vs. Acquisition Time (min)

Chromatogram Peaks

Peak Start RT End
1 31.053 31.170 31.418
2 31.965 32.069 32.395

Sample Spectra

+ Scan (rt: 31.18 min)

942758

Height Area Area % SNR
26635391 100.00
5393760 20.25
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Counts vs. Mass-to-Charge (m/z)
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
28.0600 48888 4.88
30.0500 18804 1.88
33.0700 23946 2.39
39.0500 16435 1.64
42.0500 18593 1.85
43.0400 1 389951 38.90
44.0300 1 17908 1.79
50.0400 11789 1.18
51.0400 23132 2.31
52.0400 10907 1.09
59.0200 17460 1.74
60.0400 23056 2.30
63.0300 38387 3.83
64.0300 17301 1.73
65.0300 31529 3.14
76.0300 13229 1.32
77.0300 43882 4.38
78.0400 53131 5.30
79.0500 12288 1.23
88.0300 1002535 100.00
89.0300 157715 15.73
90.0300 135076 13.47
91.0400 97346 9.71
92.0500 19424 1.94
102.0400 66717 6.65
103.0400 19087 1.90
104.0400 13369 1.33
106.0400 194227 19.37
107.0400 98766 9.85
116.0300 17175 1.71
117.0500 45244 4.51
118.0500 68747 6.86
119.0500 101892 10.16
120.0300 47052 4.69
121.0300 21121 2.11
130.0200 1 289083 28.84
131.0300 1 25455 2.54
132.0600 1 10574 1.05
136.0100 88497 8.83
137.0200 1 300457 29.97
138.0300 1 25020 2.50
146.0400 20116 2.01
149.0500 14391 1.44
161.0300 21675 2.16
163.0300 15397 1.54
164.0500 25410 2.53
165.0500 1 488478 48.72
166.0500 1 49748 4.96
176.0100 170518 17.01
177.0500 67464 6.73
179.0300 13387 1.34
190.0400 20715 2.07
191.0300 34118 3.40
192.0500 11994 1.20
206.0500 37660 3.76
207.0500 1 596559 59.51
208.0500 1 72315 7.21
223.0700 11498 1.15
234.0500 14113 1.41
266.0700 15952 1.59

+ Scan (rt: 32.11 min)
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Counts vs. Mass-to-Charge (m/z)
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Ana |ys|s Report ~ Agilent | s nswers
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
17.0700 1125 1.42
18.0800 5056 6.36
27.0500 1577 1.98
28.0500 21012 26.44
29.0900 3414 4.30
30.0300 2059 2.59
31.0500 2456 3.09
32.0200 3690 4.64
39.0400 1435 1.81
39.9900 1340 1.69
41.0100 901 1.13
42.0400 1962 2.47
43.0400 33144 41.70
44.0000 4103 5.16
45.0500 2183 2.75
46.0200 1910 2.40
50.0100 992 1.25
51.0100 1970 2.48
52.0100 1041 1.31
63.0300 2872 3.61
64.0200 1240 1.56
65.0400 2594 3.26
74.0100 11887 14.96
75.0100 1188 1.49
76.0400 1223 1.54
77.0200 4607 5.80
78.0400 5241 6.59
79.0200 1527 1.92
88.0200 2673 3.36
89.0300 8340 10.49
90.0200 9037 11.37
91.0500 8691 10.94
92.0400 1832 2.31
102.0300 1 79476 100.00
103.0400 1 5031 6.33
104.0300 1 2077 2.61
106.0300 32098 40.39
107.0300 7501 9.44
116.0500 2898 3.65
117.0400 3668 4.62
118.0500 6409 8.06
119.0500 10787 13.57
120.0300 3474 4.37
121.0200 1504 1.89
130.0100 2195 2.76
131.0000 1455 1.83
131.9900 1927 2.43
133.0200 998 1.26
134.0600 1205 1.52
135.0200 1461 1.84
136.0000 10579 13.31
137.0200 1 19922 25.07
138.0100 1 1568 1.97
144.0400 1 19650 24.72
145.0200 1 1925 2.42
146.0200 1 2556 3.22
147.0200 1548 1.95
148.0500 961 1.21
149.0100 2207 2.78
159.9900 954 1.20
163.0500 1563 1.97
164.0200 2125 2.67
165.0500 1 49267 61.99
166.0400 1 4853 6.11
175.0200 1165 1.47
176.0100 7778 9.79
177.0400 3917 4.93
191.0500 4864 6.12
192.0200 2497 3.14
193.0200 1 7924 9.97
194.0300 1 1012 1.27
204.0400 2782 3.50
205.0600 2206 2.78
206.0400 1006 1.27
207.0600 1 10764 13.54
208.0700 1 1398 1.76
221.0600 1 21960 27.63
222.0700 1 2820 3.55
234.0400 1928 243
235.0400 1196 1.51
280.0700 1267 1.59
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