
Analysis Report
Sample Information
Name MB07aB2EA Data File Path D:\MassHunter\GCMS\1\data\MB\MB07aB2EA.D
Sample ID Acq. Time (Local) 5/20/2022 3:08:51 PM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_solvent front 2 m.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition  10.0.384.1  14-Feb-2019  Copyright © 1989-2018 Agilent

Technologies, Inc.
Inj. Vol. (ul) 0.5 IRM Status
Position 143 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\MB07aB2EA.D\Results\Qual\Version4\default.m
Plate Pos. Target Source Path
Operator Result Summary

Sample Chromatograms
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Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 8.120 8.328 8.459 8338916 65238743 100.00
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Counts vs. Acquisition Time (min)
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Sample Spectra
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Counts vs. Mass-to-Charge (m/z)
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.1000 39740 2.46
15.1100 39020 2.42
16.0900 18519 1.15
18.0900 20734 1.29
27.0900 22410 1.39
28.0500 1 1346804 83.51
29.0700 1 35649 2.21
32.0200 397270 24.63
40.0000 54612 3.39
41.0600 35385 2.19
42.0600 205226 12.73
43.0500 543907 33.73
44.0800 1 1573581 97.57
45.0700 1 60135 3.73
55.0200 30073 1.86
56.0500 24951 1.55
59.0200 74575 4.62
70.0300 54470 3.38
86.0600 1 1612763 100.00
87.0600 1 98210 6.09
88.0300 1 214692 13.31

102.0400 74276 4.61
114.0300 30656 1.90
145.0600 115608 7.17

MassHunter Qual 10.0
(End of Report)
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