
Analysis Report
Sample Information
Name MB12hB00 Data File Path D:\MassHunter\GCMS\1\data\MB\MB12hB00.D
Sample ID Acq. Time (Local) 6/8/2022 1:57:45 PM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_solvent front 2 m.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition  10.0.384.1  14-Feb-2019  Copyright © 1989-2018 Agilent

Technologies, Inc.
Inj. Vol. (ul) 0.5 IRM Status
Position 141 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\MB12hB00.D\Results\Qual\Version4\default.m
Plate Pos. Target Source Path
Operator Result Summary

Sample Chromatograms
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Counts vs. Acquisition Time (min)
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Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 25.880 26.323 27.313 11031685 74907524 100.00
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Counts vs. Acquisition Time (min)

3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30 31 32 33 34 35 36 37 38 39 40 41 42 43 44 45 46 47

Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 2.126 2.387 3.768 2853544 263775599 42.94
2 3.768 3.820 15.195 2488544 614223595 100.00
3 26.115 26.323 26.570 11037891 72482577 11.80

Sample Spectra

+ Scan (rt: 26.26 min)
5x10

0

2

4

6

8

+EI Scan (rt: 26.26 min) MB12hB00.D
196.0100

88.0200
124.9800

43.0400 164.9900

63.030028.0600 223.0300 255.0600

Counts vs. Mass-to-Charge (m/z)
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
15.1100 10153 1.17
28.0600 45703 5.27
29.0500 10356 1.19
31.0500 8751 1.01
32.0300 9622 1.11
33.0700 21436 2.47
39.0500 16037 1.85
42.0500 21433 2.47
43.0400 1 332198 38.30
44.0300 1 16395 1.89
50.0300 14349 1.65
51.0300 22309 2.57
59.0000 12938 1.49
60.0400 18851 2.17
62.0200 12684 1.46
63.0300 48185 5.56
64.0200 11395 1.31
65.0300 20809 2.40
72.9700 15294 1.76
74.0200 11854 1.37
75.0100 35582 4.10
76.0200 9510 1.10
77.0300 21401 2.47
88.0200 690197 79.58
89.0300 164371 18.95
90.0300 53399 6.16
91.0400 1 115127 13.27
92.0400 1 10989 1.27
98.9900 43163 4.98

101.0100 49687 5.73
102.0300 54686 6.31
103.0300 23855 2.75
115.0300 9121 1.05
116.0300 21708 2.50
117.0400 34709 4.00
118.0500 50682 5.84
119.0500 67386 7.77
124.9800 1 530648 61.19
126.0000 1 59985 6.92
126.9900 1 175962 20.29
127.9900 1 20006 2.31
130.0200 18074 2.08
135.9800 17629 2.03
136.9800 24010 2.77
137.9900 30660 3.54
138.9700 14089 1.62
139.9900 10301 1.19
150.9900 34876 4.02
152.0100 23026 2.66
153.0000 46057 5.31
154.0100 1 238850 27.54
155.0200 1 38607 4.45
156.0100 1 76908 8.87
157.0100 1 8937 1.03
161.0300 11083 1.28
163.9700 10791 1.24
164.9900 1 277202 31.96
165.9900 1 33738 3.89
166.9800 1 92264 10.64
167.9900 1 14014 1.62
178.0100 8880 1.02
195.0100 46860 5.40
196.0100 1 867276 100.00
197.0100 1 114488 13.20
198.0100 1 292703 33.75
199.0200 1 32606 3.76
223.0300 25249 2.91
255.0600 8986 1.04

MassHunter Qual 10.0
(End of Report)
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