Analysis Report -~ Agilent
Sample Information
Name MB75 Data File Path D:\MassHunter\GCMS\1\data\MB\Calibr\75.D
Sample ID Acq. Time (Local) 9/26/2022 3:36:43 PM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_48min.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition 10.0.384.1 14-Feb-2019 Copyright © 1989-2018 Agilent
Technologies, Inc.
Inj. Vol. (ul) 0.5 IRM Status
Position 143 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\Calibr\75.D\Results\Qual\Version4\Search NIST Wiley.m
Plate Pos. Target Source Path
Operator Result Summary

Sample Chromatograms
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Counts vs. Acquisition Time (min)
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Counts vs. Acquisition Time (min)

Chromatogram Peaks

Peak Start RT End Height Area Area % SNR
1 9.801 9.996 12.198 4468785 14332221 28.20
2 22.218 22.349 24.082 9157957 39583912 77.87
3 25.385 25.528 26.779 10070898 50832200 100.00
Sample Spectra
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Counts vs. Mass-to-Charge (m/z)
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
27.0900 44018 5.24
28.0800 19078 2.27
29.1000 91632 10.92
39.0700 47444 5.65
40.0700 10224 1.22
41.0800 261981 31.22
42.0800 75716 9.02
43.0800 1 523086 62.33
44.0900 1 18575 2.21
53.0600 18400 2.19
54.0700 14293 1.70
55.0700 141503 16.86
56.0800 141162 16.82
57.0800 1 839259 100.00
58.0900 1 39015 4.65
67.0700 12559 1.50
68.0700 9702 1.16
69.0800 67619 8.06
70.0800 128788 15.35
71.0900 1 572017 68.16
72.1000 1 32830 3.91
82.0600 9129 1.09
83.0900 33862 4.03
84.0900 86973 10.36
85.1000 1 377763 45.01
86.1100 1 25984 3.10
97.0900 17071 2.03
98.1100 75322 8.97
99.1000 70993 8.46
112.1100 49757 5.93
113.1200 45048 5.37
126.1200 24172 2.88
127.1300 34253 4.08
140.1400 10926 1.30
141.1500 17991 2.14
170.2000 1 72593 8.65
171.2000 1 9944 1.18
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x108 +EI Scan (rt: 22.37 min) 75.D
] 162.0700
-

087 88.0400

0.67] 120.0800

0.4

0 43.0600

' 28'0‘7‘00“ L I \“L il i “w “ 189.0800

l
20

I T f I | I
40 60 80 100 120 140

I I I I
160 180 200 220

I I I I | I [ I I | I I I I I T I I I
240 260 280 300 320 340 360 380 400 420 440 460 480 500 520 540 560 580 600

Counts vs. Mass-to-Charge (m/z)
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
28.0700 29419 2.48
33.0800 15307 1.29
39.0700 17713 1.50
42.0700 14024 1.18
43.0600 199457 16.84
51.0500 21666 1.83
60.0500 15087 1.27
63.0400 19617 1.66
65.0500 82312 6.95
77.0500 55793 4.71
78.0500 17833 1.51
88.0400 1 616310 52.03
89.0500 1 51499 4.35
90.0500 1 20042 1.69
91.0600 431046 36.39
92.0600 74504 6.29
93.0700 14082 1.19
102.0500 34608 2.92
103.0500 89189 7.53
104.0500 29984 2.53
117.0600 44191 3.73
118.0700 60149 5.08
119.0700 50618 4.27
120.0800 1 458415 38.70
121.0800 1 50426 4.26
130.0300 29453 2.49
131.0400 1 337032 28.45
132.0600 1 36839 3.11
144.0600 17992 1.52
161.0700 232071 19.59
162.0700 1 1184502 100.00
163.0800 1 130433 11.01
189.0800 14968 1.26
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Analysis Report

Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
28.0500 21345 2.63
29.0600 9121 1.13
31.0600 12424 1.53
32.0600 12027 1.48
39.0700 17717 2.19
43.0500 1 298446 36.82
44.0400 1 10034 1.24
50.0400 14152 1.75
51.0400 18926 2.33
62.0300 16024 1.98
63.0400 47493 5.86
64.0400 17354 2.14
65.0400 13990 1.73
74.0200 9911 1.22
75.0400 11485 1.42
76.0300 16351 2.02
77.0500 16508 2.04
88.0300 10743 1.33
89.0500 150815 18.61
90.0400 136513 16.84
91.0500 72968 9.00
102.0500 22788 2.81
115.0300 9561 1.18
116.0500 82488 10.18
117.0500 810553 100.00
118.0600 1 166945 20.60
119.0600 1 17449 2.15
121.0600 20565 2.54
144.0400 13506 1.67
159.0600 1 78102 9.64
160.0600 1 11444 1.41
177.0800 1 602711 74.36
178.0800 1 69557 8.58
187.0600 1 189714 23.41
188.0700 1 40312 4.97

219.1000 1 74923 9.24
220.1100 1 9834 1.21

MassHunter Qual 10.0
(End of Report)
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