Analysis Report

Agilent

Sample Information

Name MB28bB11X3 Data File Path
Sample ID Acq. Time (Local)
Instrument GCMS Method Path (Acq)
MS Type Q Version (Acq SW)
Inj. Vol. (ul) 0.5 IRM Status
Position 110 Method Path (DA)
Plate Pos. Target Source Path
Operator Result Summary

Sample Chromatograms
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D:\MassHunter\GCMS\1\data\MB\MB28\MB28bB11X3.D
10/13/2022 10:52:32 PM (UTC+02:00)
D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_48min.M

MassHunter GC/MS Acquisition 10.0.384.1 14-Feb-2019 Copyright © 1989-2018 Agilent
Technologies, Inc.

D:\MassHunter\GCMS\1\data\MB\MB28\MB28bB11X3.D\Results\Qual\Version4\default.m

+ TIC Scan MB28bB11X3.d

.

o

x1077

1|

T T 1 T T T T 11T+ T T 71T 1T T T 1T T 1T T T T T T T T T T T T T T T T T T T T]
3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30 31 32 33 34 35 36 37 38 39 40 41 42 43 44 45 46 47

Counts vs. Acquisition Time (min)
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Counts vs. Acquisition Time (min)

Chromatogram Peaks

Height Area Area % SNR
8416877 27028537 35.27
11320071 76641102 100.00

Peak Start RT End
1 9.788 9.996 11.417
2 22.153 22.440 25.489
Sample Spectra
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Counts vs. Mass-to-Charge (m/z)
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
27.0500 83674 8.38
28.0400 33275 3.33
29.0700 177021 17.74
39.0300 67949 6.81
40.0300 13957 1.40
41.0500 381748 38.25
42.0500 111221 11.14
43.0600 786306 78.78
44.0500 27103 2.72
53.0300 21472 2.15
54.0400 16794 1.68
55.0400 164427 16.47
56.0500 169133 16.95
57.0600 998109 100.00
58.0600 45656 4.57
67.0300 12405 1.24
69.0500 67226 6.74
70.0600 129926 13.02
71.0700 576849 57.79
72.0700 32462 3.25
83.0700 30417 3.05
84.0800 74565 7.47
85.0800 333360 33.40
86.0800 22289 2.23
97.0700 13675 1.37
98.0800 59679 5.98
99.0900 56843 5.70
112.0900 36233 3.63
113.1000 31302 3.14
126.1100 16410 1.64
127.1200 21686 2.17
141.1300 10596 1.06
170.1800 39115 3.92
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Peak 2 from + TIC Scan
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Analysis Report

Spectrum Peaks
m/z
15.1000
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Abund
32017
94712
60856
50105
23246
38560

576019
20633
14982
47477
13947
20534
32773
36923

163303
96440
30681

1004977
83228
30785

604564

113621
22222
50040

124046
40909
56240
80638
64160

583066
64471
36762

404719
46469
20069

272182

1289151

149747

13156

Abund %
2.48
7.35
4.72
3.89
1.80
2.99

44.68
1.60
1.16
3.68
1.08
1.59
2.54
2.86

12.67
7.48
2.38

77.96
6.46
2.39

46.90
8.81
1.72
3.88
9.62
3.17
4.36
6.26
4.98

45.23
5.00
2.85

31.39
3.60
1.56

21.11

100.00

11.62

1.02

m/z (Calc) Diff (ppm)

MassHunter Qual 10.0
(End of Report)

Ion Species

Formula

Ion Type
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