
Analysis Report
Sample Information
Name MB12fA11 Data File Path D:\MassHunter\GCMS\1\data\MB\MB12fA11.D
Sample ID Acq. Time (Local) 6/8/2022 7:27:40 PM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_solvent front 2 m.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition  10.0.384.1  14-Feb-2019  Copyright © 1989-2018 Agilent

Technologies, Inc.
Inj. Vol. (ul) 0.5 IRM Status
Position 147 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\MB12fA11.D\Results\Qual\Version4\default.m
Plate Pos. Target Source Path
Operator Result Summary
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Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 32.668 32.890 33.633 10611761 71454093 100.00

Sample Spectra
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
28.0500 24161 2.37
31.0400 10322 1.01
42.0500 12223 1.20
43.0400 154598 15.18
44.0100 14321 1.41
63.0200 21007 2.06
75.0300 12473 1.23
76.0300 19525 1.92
77.0100 14516 1.43
88.0200 131039 12.87
89.0300 24560 2.41

102.0300 10294 1.01
113.0300 12704 1.25
114.0300 10239 1.01
115.0400 1 239536 23.53
116.0400 1 24590 2.42
126.0300 19750 1.94
127.0300 32134 3.16
128.0400 43287 4.25
139.0400 119226 11.71
140.0400 50096 4.92
141.0500 1 1018201 100.00
142.0500 1 169785 16.67
143.0600 1 20805 2.04
151.0400 22589 2.22
152.0400 97460 9.57
153.0500 114556 11.25
154.0500 46344 4.55
155.0500 10791 1.06
166.0500 43663 4.29
167.0500 160364 15.75
168.0600 72965 7.17
169.0700 35628 3.50
170.0700 1 82124 8.07
171.0700 1 14418 1.42
180.0500 12366 1.21
181.0400 1 197548 19.40
182.0500 1 30633 3.01
197.0400 12269 1.20
211.0800 56309 5.53
212.0800 1 850915 83.57
213.0900 1 135381 13.30
214.0900 1 13739 1.35
237.0700 31519 3.10
239.0800 1 53440 5.25
240.0800 1 11079 1.09
271.1100 51154 5.02

MassHunter Qual 10.0
(End of Report)
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