Analysis Report -~ Agilent
Sample Information
Name MB100 Data File Path D:\MassHunter\GCMS\1\data\MB\Calibr\100.D
Sample ID Acq. Time (Local) 9/26/2022 4:31:24 PM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_48min.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition 10.0.384.1 14-Feb-2019 Copyright © 1989-2018 Agilent

Technologies, Inc.

Inj. Vol. (ul) 0.5 IRM Status
Position 144 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\Calibr\100.D\Results\Qual\Version4\default.m
Plate Pos. Target Source Path
Operator Result Summary

Sample Chromatograms
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Counts vs. Acquisition Time (min)
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Chromatogram Peaks
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Counts vs. Acquisition Time (min)

Peak Start RT End Height Area Area % SNR
1 9.801 9.996 12.146 6257885 19820851 28.88
2 22.205 22.361 24.068 14077325 65823770 95.92
3 25.371 25.554 26.922 12139365 68623199 100.00
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Counts vs. Mass-to-Charge (m/z)
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.0800 361 2.50
16.0500 180 1.25
17.0600 806 5.57
18.0900 3327 22.99
27.0500 456 3.15
28.0500 14472 100.00
29.0900 1006 6.95
32.0300 3192 22.05
39.0700 463 3.20
39.9800 979 6.76
41.0800 2262 15.63
42.0800 719 4.96
43.0700 4918 33.98
44.0000 762 5.26
53.0600 147 1.01
55.0700 1181 8.16
56.0600 1203 8.31
57.0700 1 7023 48.53
58.0800 1 471 3.25
69.0600 637 4.40
70.0700 1110 7.67
71.0900 1 4204 29.05
72.0400 1 348 2.40
83.0700 286 1.98
84.0800 622 4.30
85.0900 1 2506 17.32
86.1100 1 234 1.61
97.1000 171 1.18
98.0700 452 3.12
99.0700 440 3.04
112.0800 291 2.01
113.0800 272 1.88
127.1700 167 1.15
170.2000 302 2.09
207.0000 254 1.75
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
27.0900 62455 4.84
28.0800 26710 2.07
29.1000 131882 10.21
39.0700 68504 5.30
40.0700 14545 1.13
41.0800 383870 29.72
42.0800 112163 8.68
43.0900 1 790523 61.21
44.0900 1 27364 2.12
53.0700 27625 2.14
54.0600 21295 1.65
55.0700 211169 16.35
56.0700 215538 16.69
57.0800 1 1291486 100.00
58.0900 1 57922 4.48
67.0600 18492 1.43
68.0600 14293 1.11
69.0800 103931 8.05
70.0800 198965 15.41
71.0900 1 886451 68.64
72.0900 1 49384 3.82
82.0700 14102 1.09
83.0900 52641 4.08
84.0900 133222 10.32
85.1000 1 583167 45.15
86.1100 1 38465 2.98
97.0900 27056 2.09
98.1000 116709 9.04
99.1100 109945 8.51
112.1200 76409 5.92
113.1200 69750 5.40
126.1200 37152 2.88
127.1300 51710 4.00
140.1500 16991 1.32
141.1500 27198 2.11
170.2000 1 111325 8.62
171.2100 1 14291 1.11
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
27.0900 62455 4.84
28.0800 26710 2.07
29.1000 131882 10.21
39.0700 68504 5.30
40.0700 14545 1.13
41.0800 383870 29.72
42.0800 112163 8.68
43.0900 1 790523 61.21
44.0900 1 27364 2.12
53.0700 27625 2.14
54.0600 21295 1.65
55.0700 211169 16.35
56.0700 215538 16.69
57.0800 1 1291486 100.00
58.0900 1 57922 4.48
67.0600 18492 1.43
68.0600 14293 1.11
69.0800 103931 8.05
70.0800 198965 15.41
71.0900 1 886451 68.64
72.0900 1 49384 3.82
82.0700 14102 1.09
83.0900 52641 4.08
84.0900 133222 10.32
85.1000 1 583167 45.15
86.1100 1 38465 2.98
97.0900 27056 2.09
98.1000 116709 9.04
99.1100 109945 8.51
112.1200 76409 5.92
113.1200 69750 5.40
126.1200 37152 2.88
127.1300 51710 4.00
140.1500 16991 1.32
141.1500 27198 2.11
170.2000 1 111325 8.62
171.2100 1 14291 1.11
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
28.0800 53331 2.41
33.0800 36175 1.63
39.0700 38957 1.76
42.0700 31167 1.41
43.0500 453558 20.48
51.0500 46541 2.10
60.0600 32462 1.47
63.0400 41751 1.89
65.0500 179653 8.11
77.0500 119027 5.38
78.0600 39190 1.77
88.0400 1 1342398 60.63
89.0500 1 114450 5.17
90.0600 1 42180 1.90
91.0600 866055 39.11
92.0700 160059 7.23
93.0700 30639 1.38
102.0500 70304 3.18
103.0500 182606 8.25
104.0600 62418 2.82
117.0500 85506 3.86
118.0700 119579 5.40
119.0700 97895 4.42
120.0800 1 925778 41.81
121.0800 1 106587 4.81
130.0400 59556 2.69
131.0400 1 665275 30.05
132.0500 1 77841 3.52
144.0500 34493 1.56
161.0700 438024 19.78
162.0700 1 2214189 100.00
163.0700 1 264649 11.95
164.0800 1 24012 1.08

+ Scan (rt: 25.62 min)

x10° +EI Scan (rt: 25.62 min) 100.D

T 117.0500

1.5

1 43.0500

187.0500
0.5 89.0400
159.0500
| oo oo™ | | i

[ I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I
20 40 60 80 100 120 140 160 180 200 220 240 260 280 300 320 340 360 380 400 420 440 460 480 500 520 540 560 580 600

Counts vs. Mass-to-Charge (m/z)

MassHunter Qualitative Analysis Page 5 of 6 Generated at 1:24 PM on 9/30/2022



Analysis Report -~ Agilent
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
18.0700 3413 1.85
28.0500 17508 9.47
29.0700 3272 1.77
31.0500 4607 2.49
32.0400 5769 3.12
39.0500 5242 2.84
40.0100 1951 1.06
42.0500 2219 1.20
43.0500 1 91688 49.59
44.0300 1 4065 2.20
50.0400 4616 2.50
51.0300 5276 2.85
52.0300 2321 1.25
62.0400 4519 2.44
63.0300 12758 6.90
64.0300 4427 2.39
65.0300 2897 1.57
74.0500 3069 1.66
75.0200 3381 1.83
76.0300 5029 2.72
77.0300 3182 1.72
87.0300 1965 1.06
88.0500 3221 1.74
89.0400 35049 18.95
90.0500 29254 15.82
91.0400 10504 5.68
102.0400 5817 3.15
115.0400 2312 1.25
116.0400 19816 10.72
117.0500 1 184909 100.00
118.0500 1 25460 13.77
119.0500 1 2369 1.28
121.0300 1964 1.06
144.0300 1949 1.05
159.0500 1 25226 13.64
160.0300 1 3125 1.69
177.0700 1 51204 27.69
178.0800 1 5982 3.24
187.0500 1 61457 33.24
188.0600 1 8776 4.75
219.1000 5767 3.12
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