Analysis Report

Agilent

Sample Information

Name MB28bB15 Data File Path
Sample ID Acq. Time (Local)
Instrument GCMS Method Path (Acq)
MS Type Q Version (Acq SW)
Inj. Vol. (ul) 0.5 IRM Status
Position 104 Method Path (DA)
Plate Pos. Target Source Path
Operator Result Summary

Sample Chromatograms

x10°

D:\MassHunter\GCMS\1\data\MB\MB28\MB28bB15.D
10/13/2022 5:24:39 PM (UTC+02:00)
D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_48min.M

MassHunter GC/MS Acquisition 10.0.384.1 14-Feb-2019 Copyright © 1989-2018 Agilent
Technologies, Inc.

D:\MassHunter\GCMS\1\data\MB\MB28\MB28bB15.D\Results\Qual\Version4\default.m

+ TIC Scan MB28bB15.d
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Counts vs. Acquisition Time (min)
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Counts vs. Acquisition Time (min)

Chromatogram Peaks

Height Area Area % SNR
9470453 32700311 100.00
6223168 32116955 98.22

Peak Start RT End
1 9.801 10.009 11.273
2 22.075 22.388 24.420
Sample Spectra
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Counts vs. Mass-to-Charge (m/z)
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
27.0500 99700 8.24
28.0400 36077 2.98
29.0600 212617 17.57
39.0300 81835 6.76
40.0300 16361 1.35
41.0500 458012 37.84
42.0500 134201 11.09
43.0600 949414 78.44
44.0500 33546 2.77
53.0300 25875 2.14
54.0400 19990 1.65
55.0400 199568 16.49
56.0500 205013 16.94
57.0600 1210309 100.00
58.0500 56164 4.64
67.0300 15116 1.25
69.0500 81511 6.73
70.0600 158662 13.11
71.0700 699642 57.81
72.0700 39010 3.22
83.0700 37185 3.07
84.0700 91432 7.55
85.0800 406775 33.61
86.0800 27047 2.23
97.0800 16614 1.37
98.0800 73051 6.04
99.0900 69871 5.77
112.1000 43826 3.62
113.1100 38625 3.19
126.1100 20013 1.65
127.1200 26075 2.15
141.1300 12596 1.04
170.1700 48360 4.00

+ Scan (rt: 22.31-22.43 min)

Peak 2 from + TIC Scan

x1057

67 88.0200

43.0200

1+ 28.0300| 65-0200

+EI Scan (rt: 22.31-22.43 min, 10 scans) MB28bB15.D
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Counts vs. Mass-to-Charge (m/z)
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Analysis Report ~Agilent | e
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
15.0900 18221 2.84
18.0600 9694 1.51
28.0300 56570 8.81
29.0300 7274 1.13
33.0400 33682 5.24
39.0200 28018 4.36
41.0300 12404 1.93
42.0300 21041 3.28
43.0200 1 316064 49.21
44.0100 1 12253 1.91
50.0000 8329 1.30
51.0100 25942 4.04
52.0200 7693 1.20
58.9900 10723 1.67
60.0300 17436 2.71
63.0000 19866 3.09
65.0200 86891 13.53
77.0200 50997 7.94
78.0300 16036 2.50
88.0200 1 517291 80.55
89.0200 1 43241 6.73
90.0200 1 16186 2.52
91.0300 318843 49.65
92.0400 58631 9.13
93.0400 11313 1.76
102.0300 25374 3.95
103.0300 63142 9.83
104.0300 21300 3.32
116.0200 6596 1.03
117.0400 28993 4.51
118.0400 41013 6.39
119.0500 32157 5.01
120.0500 1 293098 45.64
121.0600 1 32387 5.04
130.0200 18254 2.84
131.0200 1 202376 31.51
132.0200 1 22876 3.56
144.0300 9947 1.55
161.0500 135175 21.05
162.0500 1 642213 100.00
163.0400 1 73262 11.41

MassHunter Qual 10.0
(End of Report)
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