
Analysis Report
Sample Information
Name MBi Data File Path D:\MassHunter\GCMS\1\data\MB\MB17\13201002.D
Sample ID Acq. Time (Local) 9/8/2022 1:58:52 PM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_48min.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition  10.0.384.1  14-Feb-2019  Copyright © 1989-2018 Agilent

Technologies, Inc.
Inj. Vol. (ul) 0.5 IRM Status
Position 132 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\MB17\13201002.D\Results\Qual\Version4\default.m
Plate Pos. Target Source Path
Operator Result Summary
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Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 23.704 23.925 24.134 19303355 130535226 100.00
2 24.956 25.033 25.359 606679 3193580 2.45

Sample Spectra
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
15.1200 39748 1.08
31.0600 47004 1.27
42.0700 45034 1.22
43.0500 1 1831457 49.65
44.0500 1 51382 1.39
57.0300 78897 2.14
59.0200 54188 1.47
62.0300 38585 1.05
63.0400 42157 1.14
74.0300 41429 1.12
75.0200 124389 3.37
76.0400 48406 1.31
81.0200 87763 2.38
87.0200 64859 1.76
88.0200 45247 1.23
99.0100 58662 1.59

100.0100 48008 1.30
101.0300 84538 2.29
105.0200 56894 1.54
106.0200 94471 2.56
107.0200 1 299198 8.11
108.0200 1 37340 1.01
125.0200 730643 19.81
126.0200 508742 13.79
127.0300 1 419982 11.39
128.0300 1 46069 1.25
132.0300 128310 3.48
133.0300 563416 15.27
134.0300 180340 4.89
138.0200 136228 3.69
141.0200 46419 1.26
152.0300 275569 7.47
153.0400 3500983 94.91
154.0400 1 1098943 29.79
155.0500 1 184515 5.00
157.0400 108605 2.94
161.0200 111245 3.02
165.0100 56641 1.54
166.0400 37192 1.01
170.0300 37110 1.01
195.0400 119643 3.24
213.0800 1 3688905 100.00
214.0800 1 463649 12.57
215.0800 1 41582 1.13
223.0500 500897 13.58
224.0600 187922 5.09
255.0700 1 382104 10.36
256.0800 1 54245 1.47
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.0500 441 2.38
16.0700 262 1.42
17.0500 942 5.09
18.0700 4300 23.25
28.0500 1 18499 100.00
29.0200 1 385 2.08
31.0300 270 1.46
32.0200 4129 22.32
39.9500 971 5.25
43.0400 2717 14.68
43.9800 1184 6.40

106.9400 278 1.50
125.0000 725 3.92
125.9500 432 2.33
127.0300 424 2.29
132.9800 562 3.04
151.9900 332 1.79
153.0200 2631 14.22
154.0100 648 3.50
155.0200 260 1.40
207.0000 626 3.38
213.0300 702 3.79
223.0500 650 3.52
227.0800 970 5.25

MassHunter Qual 10.0
(End of Report)
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