
Analysis Report
Sample Information
Name MB17iA11 Data File Path D:\MassHunter\GCMS\1\data\MB\MB17\MB17iA11.D
Sample ID Acq. Time (Local) 9/8/2022 9:17:43 PM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_48min.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition  10.0.384.1  14-Feb-2019  Copyright © 1989-2018 Agilent

Technologies, Inc.
Inj. Vol. (ul) 0.5 IRM Status
Position 139 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\MB17\MB17iA11.D\Results\Qual\Version4\default.m
Plate Pos. Target Source Path
Operator Result Summary
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WhiteText-NonVisibleSpacer

7x10

0

0.2

0.4

0.6

0.8

1

+ TIC Scan MB17iA11.d
1

Counts vs. Acquisition Time (min)

3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30 31 32 33 34 35 36 37 38 39 40 41 42 43 44 45 46 47

WhiteText-NonVisibleSpacer
7x10

0

0.2

0.4

0.6

0.8

1

1.2

+ TIC Scan MB17iA11.d
23.873

25.05921.723

1

Counts vs. Acquisition Time (min)

3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30 31 32 33 34 35 36 37 38 39 40 41 42 43 44 45 46 47

Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 21.636 21.723 22.440 86985 1056513 1.70
2 23.719 23.873 24.121 12398417 62204768 100.00
3 24.955 25.059 25.541 146415 1371654 2.21
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.0800 413 2.26
15.1100 239 1.31
16.0200 255 1.39
17.0700 918 5.02
18.0800 3873 21.16
28.0500 1 18305 100.00
29.0000 1 473 2.58
31.0200 324 1.77
32.0100 4246 23.20
33.0600 426 2.33
39.9700 932 5.09
42.0100 364 1.99
43.0400 6085 33.24
44.0000 1145 6.26
51.0300 192 1.05
56.9800 395 2.16
58.9900 299 1.63
60.0000 326 1.78
63.0400 307 1.68
74.9600 298 1.63
77.0300 269 1.47
80.9500 254 1.39
88.0200 1 15193 83.00
88.9900 1 702 3.83
98.9700 259 1.42

100.9700 1021 5.58
102.0300 510 2.78
106.9700 844 4.61
107.9700 234 1.28
109.0200 1060 5.79
114.0300 315 1.72
119.0000 755 4.12
124.9200 366 2.00
126.0400 300 1.64
127.0200 1 7567 41.34
127.9900 1 1128 6.16
130.0200 805 4.40
135.0700 679 3.71
135.9800 928 5.07
137.0300 194 1.06
137.9900 221 1.21
138.9700 631 3.45
140.0200 875 4.78
152.9900 455 2.49
154.0200 514 2.81
155.0100 784 4.28
156.0400 1 10273 56.12
157.0400 1 1004 5.48
166.9800 1 2538 13.87
168.0400 1 359 1.96
179.0000 450 2.46
196.9600 199 1.09
198.0400 1 14170 77.41
199.0600 1 1611 8.80
200.0400 1 212 1.16
207.0600 455 2.48
225.0700 300 1.64
257.1000 306 1.67
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
15.1100 7364 1.16
28.0500 24042 3.79
29.0500 10164 1.60
31.0500 17057 2.69
32.0500 13677 2.16
42.0500 10845 1.71
43.0500 1 515145 81.29
44.0400 1 15577 2.46
50.0400 6457 1.02
51.0200 7903 1.25
57.0300 17508 2.76
59.0200 6664 1.05
62.0200 8448 1.33
63.0200 9572 1.51
74.0100 10830 1.71
75.0100 27823 4.39
76.0200 10014 1.58
81.0200 19675 3.10
82.0200 6447 1.02
87.0200 16576 2.62
88.0100 12386 1.95
99.0000 13418 2.12

100.0000 10000 1.58
101.0100 17196 2.71
105.0000 13229 2.09
106.0100 18344 2.89
107.0200 45808 7.23
112.0100 8264 1.30
118.0100 6990 1.10
125.0100 158567 25.02
126.0100 93688 14.78
127.0100 61539 9.71
132.0200 26030 4.11
133.0200 100591 15.87
134.0200 26155 4.13
138.0200 37901 5.98
141.0000 6410 1.01
150.0100 6738 1.06
151.0100 8711 1.37
152.0300 66711 10.53
153.0300 633747 100.00
154.0300 1 163004 25.72
155.0300 1 25964 4.10
157.0400 15287 2.41
161.0100 16625 2.62
165.0000 9084 1.43
166.0200 6445 1.02
195.0400 1 45444 7.17
196.0300 1 8241 1.30
213.0700 1 632320 99.77
214.0700 1 69445 10.96
223.0400 1 205224 32.38
224.0500 1 45053 7.11
255.0600 1 67428 10.64
256.0700 1 8592 1.36

MassHunter Qual 10.0
(End of Report)
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