Analysis Report

Agilent

Sample Information

Name

Sample ID

Instrument GCMS
MS Type Q
Inj. Vol. (ul) 0.5
Position 42
Plate Pos.

Operator

MBO03av2 Data File Path

Sample Chromatograms

x10°

Acq. Time (Local)
Method Path (Acq)
Version (Acq SW)

IRM Status
Method Path (DA)
Target Source Path
Result Summary

D:\MassHunter\GCMS\1\data\MB\MB03av2.D
5/13/2022 5:20:04 PM (UTC+02:00)

D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_solvent front 2 m.M

MassHunter GC/MS Acquisition 10.0.384.1 14-Feb-2019 Copyright © 1989-2018 Agilent
Technologies, Inc.

D:\MassHunter\GCMS\1\data\MB\MB03av2.D\Results\Qual\Version4\Default.m

+ TIC Scan MB03av2.d
*3.169

*4.394

Sample Spectra

+ Scan (rt: 2.78-2.83 min)
+EI Scan (rt: 2.78-2.83 min, 5 scans) MB03av2.D

x10°
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Chromatogram Peaks

Peak Start RT
1 2.752 2.804
2 3.091 3.169
3 3.286 3.338
4 4.341 4.394
5 5.723 5.801

Peak 1 from + TIC Scan

Counts vs. Acquisition Time (min)

End Height
2.869 1376728
3.260 4318203
3.455 1799391
4.485 224170
5.879 582172

Area
3303448
11640125
4896649
728473
1627617

Area %
28.38
100.00
42.07
6.26
13.98

SNR

28.0600

141100 77.0400

112.0000
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Spectrum Peaks
m/z
14.1100
16.0900
28.0600
32.0300
39.9800
50.0400
51.0400
74.0200
75.0200
77.0400
112.0000
113.0100
114.0000

+ Scan (rt: 3.13-3.19 min)

Counts vs. Mass-to-Charge (m/z)

z Abund Abund % m/z (Calc)
64399 3.25
31021 1.57
1981475 100.00
628604 31.72
64082 3.23
37144 1.87
39236 1.98
24731 1.25
21377 1.08
156032 7.87
1 336684 16.99
1 23426 1.18
1 110204 5.56

Peak 2 from + TIC Scan

Diff (ppm)

Ion Species

Formula

Ion Type

MassHunter Qualitative Analysis

Page 1 of 3

Generated at 11:22 AM on 5/16/2022
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+EI Scan (rt: 3.13-3.19 min, 6 scans) MB03av2.D
28.0600

x10°

1.57]

1 43.0500

74.0400
0.57]
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Counts vs. Mass-to-Charge (m/z)

Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.1100 65588 3.30
16.1000 30959 1.56
27.0900 24541 1.23
28.0600 1 1989689 100.00
29.0700 1 60969 3.06
31.0700 52409 2.63
32.0300 631325 31.73
39.9900 68647 3.45
41.0700 26691 1.34
42.0500 48495 2.44
43.0500 892417 44.85
44.0400 51268 2.58
45.0600 272528 13.70
57.0400 21845 1.10
58.0500 61583 3.10
73.0300 23390 1.18
74.0400 534114 26.84
75.0500 105868 5.32
87.0300 77099 3.87
88.0500 20439 1.03

103.0200 21804 1.10

+ Scan (rt: 3.31-3.38 min)

Peak 3 from + TIC Scan

x108 +EI Scan (rt: 3.31-3.38 min, 6 scans) MB03av2.D
28.0600
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Spectrum Peaks

Counts vs. Mass-to-Charge (m/z)

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.1100 64773 3.28
16.1000 30532 1.55
28.0600 1 1973091 100.00
29.0600 1 39818 2.02
31.0700 33822 1.71
32.0300 620452 31.45
39.9900 65464 3.32
42.0500 22292 1.13
43.0500 440015 22.30
44.0300 26555 1.35
45.0600 70102 3.55
58.0500 32597 1.65
74.0400 105969 5.37
75.0400 65740 3.33
87.0400 95295 4.83
88.0400 22782 1.15

+ Scan (rt: 4.37-4.45 min)
+EI Scan (rt: 4.37-4.45 min, 7 scans) MB03av2.D

x10°

1.5

Peak 4 from + TIC Scan

28.0600

14.1‘000
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Counts vs. Mass-to-Charge (m/z)
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.1000 53255 3.11
16.0900 25717 1.50
28.0600 1 1709946 100.00
29.0500 1 18322 1.07
32.0200 532080 31.12
39.9800 53791 3.15
43.0400 52517 3.07

+ Scan (rt: 5.77-5.84 min)

Peak 5 from + TIC Scan

x108 +EI Scan (rt: 5.77-5.84 min, 6 scans) MB03av2.D
7 28.0500
1.257]
-
0.757]
0.5
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Spectrum Peaks
m/z 2 Abund
14.1000 40882
16.0900 19434
28.0500 1 1344993
29.0500 1 14483
32.0200 411513
39.9900 42277
43.0400 186018
86.0300 17882
87.0400 41941
100.0400 18515
116.0300 22445
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Abund %
3.04
1.44

100.00
1.08
30.60
3.14
13.83
1.33
3.12
1.38
1.67

Counts vs. Mass-to-Charge (m/z)

m/z (Calc) Diff (ppm)

MassHunter Qual 10.0
(End of Report)

Ion Species

Formula

Ion Type
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