
Analysis Report
Sample Information
Name MB17iB00 Data File Path D:\MassHunter\GCMS\1\data\MB\MB17\MB17iB00.D
Sample ID Acq. Time (Local) 9/9/2022 9:10:17 AM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_48min.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition  10.0.384.1  14-Feb-2019  Copyright © 1989-2018 Agilent

Technologies, Inc.
Inj. Vol. (ul) 0.5 IRM Status
Position 106 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\MB17\MB17iB00.D\Results\Qual\Version4\default.m
Plate Pos. Target Source Path
Operator Result Summary

Sample Chromatograms
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Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 21.609 21.762 22.010 17617938 94301952 100.00
2 23.009 23.091 23.574 255864 2078018 2.20

Sample Spectra
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
15.1200 36175 1.10
28.0700 141619 4.30
33.0800 88336 2.68
42.0600 65123 1.98
43.0500 1 1126645 34.17
44.0500 1 39118 1.19
57.0300 77298 2.34
59.0200 59705 1.81
60.0500 78281 2.37
63.0300 50705 1.54
75.0200 47140 1.43
77.0300 59023 1.79
81.0200 50266 1.52
83.0200 40385 1.22
88.0400 1 3297198 100.00
89.0400 1 147632 4.48
99.0100 55844 1.69

101.0200 231150 7.01
102.0400 116324 3.53
107.0200 179965 5.46
108.0200 45307 1.37
109.0300 240221 7.29
114.0200 48014 1.46
119.0100 149546 4.54
125.0100 84421 2.56
126.0200 46841 1.42
127.0300 1179168 35.76
128.0300 221904 6.73
130.0300 196031 5.95
135.0400 139165 4.22
136.0400 214394 6.50
137.0300 47957 1.45
138.0200 41520 1.26
139.0200 117582 3.57
140.0300 112036 3.40
153.0300 61017 1.85
154.0300 106585 3.23
155.0400 183578 5.57
156.0600 1 2386896 72.39
157.0500 1 245386 7.44
167.0100 1 637232 19.33
168.0200 1 79252 2.40
179.0400 99581 3.02
197.0400 44909 1.36
198.0500 1 3264324 99.00
199.0500 1 394131 11.95
200.0500 1 37592 1.14
214.0700 40363 1.22
257.0800 99875 3.03
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.0700 462 1.67
17.0800 993 3.59
18.0700 4600 16.61
27.0800 682 2.46
28.0400 21001 75.85
29.0500 1645 5.94
30.0200 288 1.04
31.0300 750 2.71
32.0200 4643 16.77
39.9900 1134 4.10
41.0500 339 1.22
42.0400 976 3.53
43.0400 13178 47.59
44.0300 2107 7.61
45.0100 740 2.67
46.0500 724 2.62
51.0400 315 1.14
57.0200 803 2.90
62.9800 594 2.15
74.0200 5083 18.36
75.0100 610 2.20
77.0100 628 2.27
80.9700 459 1.66
83.0100 391 1.41
88.0100 2124 7.67
99.0000 636 2.30

100.9900 2073 7.49
102.0300 1 27688 100.00
103.0100 1 1281 4.63
107.0000 1754 6.33
107.9700 437 1.58
109.0200 2364 8.54
113.9400 682 2.46
116.0400 679 2.45
118.9900 1598 5.77
119.9800 471 1.70
124.9900 990 3.57
125.9300 586 2.12
127.0200 1 17924 64.74
128.0000 1 2531 9.14
129.0200 1 290 1.05
133.0200 298 1.08
135.0200 1785 6.45
136.0300 1 2672 9.65
136.9900 1 340 1.23
138.0200 484 1.75
138.9800 1255 4.53
140.0100 1 2761 9.97
140.9400 1 455 1.64
144.0300 1509 5.45
148.0200 330 1.19
151.9800 343 1.24
153.0300 858 3.10
153.9900 1238 4.47
155.0100 2160 7.80
156.0400 1 26672 96.33
157.0500 1 2785 10.06
164.0100 1 1962 7.09
164.9800 1 381 1.38
165.9700 481 1.74
167.0000 1 4373 15.79
167.9700 1 696 2.51
183.9700 1565 5.65
196.9700 504 1.82
198.0500 1 5531 19.98
199.0100 1 709 2.56
206.9900 383 1.38
212.0600 1 17822 64.37
213.0600 1 2221 8.02
225.0400 959 3.46
226.0700 635 2.29
271.0600 812 2.93

MassHunter Qual 10.0
(End of Report)
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