Analysis Report
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Sample Information
Name

Sample ID

Instrument

MS Type

Inj. Vol. (ul)
Position
Plate Pos.
Operator

2MB75

GCMS

0.5
143

Sample Chromatograms

Data File Path
Acq. Time (Local)
Method Path (Acq)
Version (Acq SW)

IRM Status
Method Path (DA)
Target Source Path
Result Summary

D:\MassHunter\GCMS\1\data\MB\Calibr\2MB75.D
9/27/2022 8:46:20 PM (UTC+02:00)
D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_48min.M

MassHunter GC/MS Acquisition 10.0.384.1 14-Feb-2019 Copyright © 1989-2018 Agilent
Technologies, Inc.

D:\MassHunter\GCMS\1\data\MB\Calibr\2MB75.D\Results\Qual\Version4\default.m
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Counts vs. Acquisition Time (min)
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Chromatogram Peaks
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Counts vs. Acquisition Time (min)

Peak Start RT End Height Area Area % SNR
1 9.853 9.996 12.003 4793724 15379083 31.69
2 22.192 22.349 24.003 9900592 44345094 91.38
3 25.385 25.541 26.557 9059488 48529694 100.00
Sample Spectra
+ Scan (rt: 10.02 min)
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Counts vs. Mass-to-Charge (m/z)
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
27.0900 14976 5.08
28.0600 12648 4.29
29.1000 30997 10.51
39.0600 16088 5.45
40.0600 3503 1.19
41.0800 90783 30.78
42.0800 25789 8.74
43.0900 1 177994 60.34
44.0900 1 5714 1.94
53.0700 6443 2.18
54.0700 5033 1.71
55.0800 48645 16.49
56.0800 49082 16.64
57.0800 1 294969 100.00
58.0800 1 12218 4.14
67.0600 4546 1.54
68.0800 3331 1.13
69.0800 24428 8.28
70.0900 45980 15.59
71.0900 1 207286 70.27
72.1100 1 10511 3.56
82.0600 3473 1.18
83.0800 12655 4.29
84.0900 32280 10.94
85.1000 1 141219 47.88
86.1200 1 8718 2.96
97.0900 6545 2.22
98.1100 28862 9.78
99.1200 27411 9.29
112.1100 20324 6.89
113.1200 18803 6.37
126.1400 10019 3.40
127.1300 14795 5.02
140.1400 4640 1.57
141.1500 7984 2.71
170.2000 1 33715 11.43
171.1900 1 3923 1.33
+ Scan (rt: 22.34 min)
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
28.0700 46487 2.19
33.0800 33407 1.58
39.0700 35297 1.66
42.0700 27428 1.29
43.0600 391928 18.48
51.0500 40910 1.93
60.0700 29848 1.41
63.0400 36893 1.74
65.0500 159237 7.51
77.0500 106446 5.02
78.0600 33902 1.60
88.0400 1 1196450 56.42
89.0500 1 99138 4.68
90.0600 1 37154 1.75
91.0600 724884 34.18
92.0700 138622 6.54
93.0700 28550 1.35
102.0500 65208 3.08
103.0600 168293 7.94
104.0600 55797 2.63
117.0700 77936 3.68
118.0700 110763 5.22
119.0800 92454 4.36
120.0800 1 872930 41.17
121.0800 1 97719 4.61
130.0500 54590 2.57
131.0400 1 622530 29.36
132.0500 1 71455 3.37
144.0500 32027 1.51
161.0700 418424 19.73
162.0700 1 2120512 100.00
163.0800 1 249351 11.76
164.0800 1 22875 1.08
+ Scan (rt: 25.55 min)
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m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
39.0700 29687 1.63
43.0600 409622 22.48
50.0500 20915 1.15
51.0600 33133 1.82
62.0300 26669 1.46
63.0400 83531 4.58
64.0500 32456 1.78
65.0500 32882 1.80
76.0400 22901 1.26
77.0500 42251 2.32
89.0600 308119 16.91
90.0500 304810 16.73
91.0600 1 213851 11.74
92.0600 1 22102 1.21

102.0400 36120 1.98
105.0500 19246 1.06
115.0400 19356 1.06
116.0600 156418 8.59
117.0600 1633800 89.68
118.0700 1 446214 24.49
119.0600 1 51029 2.80
121.0700 65189 3.58
129.0400 18921 1.04
144.0400 37977 2.08
159.0600 74082 4.07
177.0900 1 1821864 100.00
178.0900 1 212051 11.64
179.0900 1 18261 1.00
187.0600 176419 9.68
188.0700 75188 4.13
219.1100 1 224769 12.34
220.1100 1 30113 1.65
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