Analysis Report

Agilent

Sample Information

Name
Sample ID
Instrument
MS Type

Inj. Vol. (ul)
Position
Plate Pos.
Operator

2MB250

GCMS
Q

0.5
148

Sample Chromatograms

Data File Path
Acq. Time (Local)
Method Path (Acq)
Version (Acq SW)

IRM Status
Method Path (DA)
Target Source Path
Result Summary

D:\MassHunter\GCMS\1\data\MB\Calibr\2MB250.D
9/28/2022 1:20:25 AM (UTC+02:00)
D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_48min.M

MassHunter GC/MS Acquisition 10.0.384.1 14-Feb-2019 Copyright © 1989-2018 Agilent
Technologies, Inc.

D:\MassHunter\GCMS\1\data\MB\Calibr\2MB250.D\Results\Qual\Version4\default.m
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Counts vs. Acquisition Time (min)
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Chromatogram Peaks
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Counts vs. Acquisition Time (min)

Peak Start RT End Height Area Area % SNR
1 9.853 9.996 11.469 5120250 16391535 10.26
2 22.205 22.440 24.069 19684257 143623945 89.90
3 25.372 25.645 27.535 17774296 159767000 100.00
Sample Spectra
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Counts vs. Mass-to-Charge (m/z)
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
27.1000 16684 5.04
28.0700 12812 3.87
29.1000 35270 10.66
39.0700 18582 5.61
40.0600 4175 1.26
41.0800 102698 31.03
42.0800 28779 8.69
43.0900 1 200228 60.49
44.0900 1 6235 1.88
53.0600 7402 2.24
54.0800 5647 1.71
55.0700 55853 16.87
56.0800 55084 16.64
57.0800 1 331013 100.00
58.0900 1 13910 4.20
67.0600 5085 1.54
68.0700 3825 1.16
69.0800 27982 8.45
70.0800 51831 15.66
71.0900 1 232563 70.26
72.0900 1 11887 3.59
82.0700 3699 1.12
83.0900 14485 4.38
84.0900 36308 10.97
85.1000 1 159835 48.29
86.1000 1 9566 2.89
97.0900 7340 2.22
98.1000 32595 9.85
99.1100 30617 9.25
112.1200 22939 6.93
113.1200 20384 6.16
126.1300 11499 3.47
127.1400 16519 4.99
140.1500 5281 1.60
141.1500 8704 2.63
170.2000 1 38954 11.77
171.2200 1 4567 1.38
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
14.0600 275 1.03
15.1000 296 1.11
17.0800 515 1.93
18.0800 2078 7.80
28.0600 11631 43.64
29.0700 541 2.03
30.9900 388 1.46
32.0200 2259 8.48
33.0500 398 1.49
39.0600 874 3.28
39.9900 657 2.46
41.0200 494 1.85
42.0000 711 2.67
43.0400 7691 28.86
44.0200 1032 3.87
50.0100 496 1.86
51.0200 1034 3.88
52.0800 325 1.22
59.0400 310 1.16
60.0200 416 1.56
63.0100 996 3.74
64.0200 299 1.12
65.0200 2877 10.80
75.0300 318 1.19
75.9600 386 1.45
77.0500 2105 7.90
78.0200 919 3.45
88.0300 14819 55.61
89.0300 2208 8.29
90.0000 1169 4.39
91.0500 21029 78.91
92.0500 2808 10.54
93.0200 414 1.55
102.0200 1086 4.07
103.0500 2874 10.78
104.0400 1285 4.82
105.0300 331 1.24
115.0000 365 1.37
115.9800 669 2.51
117.0500 3945 14.80
118.0500 1982 7.44
119.0700 1721 6.46
120.0600 1 10698 40.14
121.0500 1 1300 4.88
128.0100 275 1.03
130.0500 937 3.52
131.0400 1 7888 29.60
132.0400 1 893 3.35
144.0300 527 1.98
147.0400 285 1.07
159.0700 421 1.58
161.0600 5556 20.85
162.0600 1 26651 100.00
163.0600 1 3076 11.54
187.0200 953 3.58
189.0700 1 1915 7.19
190.0500 1 333 1.25
206.9500 494 1.85
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Analysis Report -~ Agilent
Spectrum Peaks
m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
18.0800 2199 1.80
28.0400 12237 10.04
29.0500 2124 1.74
31.0600 2653 2.18
32.0500 3619 2.97
39.0600 3299 2.71
42.0300 1354 1.11
43.0500 1 55866 45.84
44.0400 1 2451 2.01
50.0300 2940 2.41
51.0500 3542 2.91
52.0600 1358 1.11
62.0000 2911 2.39
63.0300 8331 6.84
64.0400 2952 2.42
65.0500 1888 1.55
74.0300 2177 1.79
75.0300 2407 1.98
76.0400 3231 2.65
77.0500 2224 1.82
87.0000 1256 1.03
88.0300 2248 1.84
89.0400 22904 18.79
90.0300 19133 15.70
91.0300 7271 5.97
102.0300 4229 3.47
115.0400 1784 1.46
116.0500 12855 10.55
117.0400 1 121870 100.00
118.0500 1 17225 14.13
119.0500 1 1625 1.33
121.0300 1261 1.03
144.0100 1221 1.00
159.0700 1 17235 14.14
160.0600 1 2147 1.76
177.0700 1 35152 28.84
178.0900 1 3960 3.25
187.0500 1 41490 34.04
188.0600 1 6075 4.98
219.0900 4250 3.49

MassHunter Qual 10.0
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