
Analysis Report
Sample Information
Name MB11bA122 Data File Path D:\MassHunter\GCMS\1\data\MB\MB11bA122.D
Sample ID Acq. Time (Local) 6/3/2022 12:03:53 AM (UTC+02:00)
Instrument GCMS Method Path (Acq) D:\MassHunter\GCMS\1\methods\Standard HP 5 MS Temp 40 -320C_solvent front 2 m.M
MS Type Q Version (Acq SW) MassHunter GC/MS Acquisition  10.0.384.1  14-Feb-2019  Copyright © 1989-2018 Agilent

Technologies, Inc.
Inj. Vol. (ul) 0.5 IRM Status
Position 147 Method Path (DA) D:\MassHunter\GCMS\1\data\MB\MB11bA122.D\Results\Qual\Version4\default.m
Plate Pos. Target Source Path
Operator Result Summary
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Chromatogram Peaks
Peak Start RT End Height Area Area % SNR

1 22.205 22.388 22.909 8720150 44715239 64.99
2 25.306 25.580 25.984 10336667 68801382 100.00

Sample Spectra
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
28.0500 33263 1.70
29.0500 20913 1.07
31.0600 25441 1.30
32.0500 23789 1.22
39.0600 46011 2.35
42.0600 21680 1.11
43.0500 1 712423 36.39
44.0400 1 27722 1.42
50.0300 38672 1.98
51.0400 53293 2.72
52.0500 20447 1.04
62.0300 42588 2.18
63.0300 129389 6.61
64.0300 47136 2.41
65.0300 40252 2.06
74.0200 26554 1.36
75.0300 30882 1.58
76.0300 43127 2.20
77.0400 54895 2.80
88.0200 31888 1.63
89.0400 405621 20.72
90.0400 362859 18.54
91.0500 1 206377 10.54
92.0500 1 21174 1.08

102.0400 55670 2.84
105.0300 27513 1.41
115.0300 25349 1.29
116.0400 206746 10.56
117.0500 1957531 100.00
118.0500 1 433724 22.16
119.0600 1 48029 2.45
121.0600 61406 3.14
144.0300 33739 1.72
159.0500 1 162043 8.28
160.0500 1 25147 1.28
177.0700 1 1330766 67.98
178.0700 1 159441 8.15
187.0500 1 368270 18.81
188.0600 1 83652 4.27
219.0900 1 140496 7.18
220.0900 1 19805 1.01
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
28.0600 57239 3.92
33.0700 23012 1.58
39.0600 34244 2.35
41.0600 15659 1.07
42.0600 28415 1.95
43.0500 361399 24.76
44.0300 20057 1.37
50.0300 16668 1.14
51.0400 45332 3.11
59.0100 15894 1.09
60.0500 22672 1.55
63.0300 40580 2.78
65.0400 146462 10.04
77.0400 101533 6.96
78.0500 35439 2.43
88.0300 1 925032 63.38
89.0400 1 95848 6.57
90.0400 1 41822 2.87
91.0500 934627 64.04
92.0500 140726 9.64
93.0600 21959 1.50

102.0400 55583 3.81
103.0400 144970 9.93
104.0400 51163 3.51
116.0400 20495 1.40
117.0500 101413 6.95
118.0500 98250 6.73
119.0600 75591 5.18
120.0700 1 644505 44.16
121.0700 1 72496 4.97
130.0300 46219 3.17
131.0300 1 456420 31.27
132.0400 1 54405 3.73
144.0500 26895 1.84
161.0600 292364 20.03
162.0600 1 1459472 100.00
163.0600 1 170253 11.67
164.0500 1 15315 1.05
189.0600 55406 3.80
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Analysis Report
Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
28.0400 35239 1.79
39.0500 57831 2.94
42.0600 25679 1.31
43.0400 1 1015530 51.71
44.0300 1 33223 1.69
50.0300 58072 2.96
51.0400 63281 3.22
52.0500 27737 1.41
62.0200 58296 2.97
63.0300 162381 8.27
64.0300 52047 2.65
65.0300 27049 1.38
74.0200 43225 2.20
75.0300 44957 2.29
76.0300 69046 3.52
77.0300 26092 1.33
87.0100 26252 1.34
88.0200 39692 2.02
89.0400 418591 21.31
90.0300 1 309721 15.77
91.0300 1 27594 1.41

102.0300 74530 3.79
114.0300 22357 1.14
115.0400 24031 1.22
116.0400 236022 12.02
117.0500 1 1963927 100.00
118.0500 1 191561 9.75
159.0500 1 336491 17.13
160.0500 1 39152 1.99
187.0500 1 752755 38.33
188.0500 1 98287 5.00

MassHunter Qual 10.0
(End of Report)

MassHunter Qualitative Analysis Page 4 of  4 Generated at 12:40 PM on 6/3/2022


	Sample Information
	Sample Chromatograms
	Sample Spectra
	+ Scan (rt: 25.55 min)
	+ Scan (rt: 22.37 min)
	+ Scan (rt: 21.23 min)

	Compound Summary

